
logo MKE I LKTLTEAMTLPEDSYSEQDAEFLE I F IVEE I EE I FVDLQPL IHNEKWMVQSENI
V
A
TTLATE IRRHFHTLKGSGRMIGAKSSA

NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFVEEIEEIFVDLQPLIHEWVQSENVTTLAEIRRHFHTLKGSGRMIGAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!* !*!!!!* !! !!!!!!!!!!!!!!!!!!!!!!

logo ELAWTVVEDYTLNRVINQSLKQLTPATIQGSYVQLVFKFYFFLKLVDNFKQKKRAHATLVDFRPL I LLGQQLQQQQSLEPALEELLQLS
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 ELAWVVEYTLNRVINQSLKLTPAIQGYVQLVFKFYFFKLVDNFKQKKAHAVDFRPLILLGQQLQQQQSLEPALEELLQLS 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!! !! !!!!!!!!!! !!! !! !!!!!!!!!! !!!!!!!!!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

H
NTLMTAETVTGLELDGYI

T
E
LQDNESLAEP I

S IQADATHTE I E INLDNETLATLFMEEAEEHLATIHNQFLDEQELHQYDSYNAL IRALHTLR
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 NTLTAETVTGLELDGTLQNELAEPSIQDAHTEIEINLNETLALFMEEAEEHLATINQFLEQELHQYDSYNALIRALHTLR 240
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLR 240
consensus *!! !!!!!!!!!! ! !!!! !! !!!!!!!! !!! !!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!

logo GSSAMAQVETI FEASTKVEHLFKI LLQEELSSHSEE I LLLQEYREF IVRDSLELLSHRHYSSNSEQLEARLLQQFNQSWDAYAVEQ
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFIRDSLELLSHHSSNEQLEARLQQFNQSWDAYAEQ 320
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!! !!!!!!! !!!!!!!!! !!

logo

H
YGDQRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNTEFPDHYLERLSEQADLLLQHTHQSQAMLGLHEYTSQLKESYDEV

NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 YGDQTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRTEFPHYLERLSEQADLLLQHTQSQAMLGLHEYTSQLKESYDV 400
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEV 400
consensus *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!

logo LLDKPALLQSDYI
VFE IYQKAHQQL IQLFDALAAGQRVGI

VVKQHNQS I LEELKLYTLQYSTPDI
L
Q
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I
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NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 LLDKPALLQSDYVFEIYQKAHQQLIQLFDALAAGQRVGIVKQNQSILEELKLYTLYSPDLQNNLASQD.....ASFSVEP 475
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEP 480
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!! !*!!* ! !* !!****** * *!!

logo EPEVSVAVTTVENFSSDNSAVDWATAVLGSQSVQQDRQYI SSPTEQVNRNFDADLLDI FLEEAEELLEGIDTDLNIWVGEQENFAALNNLM
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 EPEVSVTTENSSNSVDWTALSQSVQQDRQYISSPEVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLM 555
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLM 560
consensus !!!! ! !! ! ! !! ! !!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RYLHTLKGGANMVQATYLGLS IAHELES IYERL IQKQLVAVSTSDPL IDF IRLVQDDLADRLQI
LMREQQLDYAAPYTINQALKRA

NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 RYLHTLKGGANMVQATYLGSIAHELESIYERLIQKQLVASSPLIDFIRLVQDDLADRLQLMREQQLDYAAPYTIQALKRA 635
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKRA 640
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! *!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!

logo GQNSFSDNFQPTLVFPAVI
VEATFYDATEDSELVFLPSEQEKLVI SDE I

V
I
L IDE I

RPVEYLVEPAVFLAEKLESTHVHQDQSVFTDTATVI
TELAMTPTVE I

M
I
NTLTVATQSQDENDEAVAV

NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 GQSFDFQTVFAIETYDTEDELLPEQELISDVLIDERPVYVEPVFAKLESVQDQSTDTTVIELAMPTEINTLVAQQDNDAV 715
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENEVA 720
consensus !! !!*** *! *! ! !* *!! *!!***!!! !! *!! ! !!***!! !! ! !!! ! !* ! ! !*!*

logo

A
I
D
NEQDIAEAVVEQTFLEEATELLEMADESVLLKQWFEKQRTNRS I LLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFAL

NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 IDEQDIAAVVEQTFLEEATELLEMADVLLKQWFEKRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFAL 795
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFAL 800
consensus !!!! !!!!!!!!!!!!!!!!!!* !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HHFNSNIYDHLLESAFIAVWLKDAI FKNHNYQHFDGLQQSLENIQFFETTIQIPTKLTKRADLFSSEPVMTF IQGDGTEPPPMM
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 HHFNSNIYDHLLESAFVWLKDAIFKHNYQHFDGLQQSLENIQFFETTIQIPTKLTKADLFSSEPVMTFIQGDGTEPPPMM 875
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTEPPPMM 880
consensus !!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo GAWEQTERLDQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLVEMELAIQRLADQLRRMEGELESTQI IAKH
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 GAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLVEMELAIQRLADQLRRMEGELESQIIAKH 955
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQIIAKH 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo GI EHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSR IQAE IQEGLMRTRLVPFSRLLP
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 GIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRLLP 1035
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRLLP 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RLQR IVRQTSSTALNRPAELFVNNTEGELDRNI LERLVTPLEHMLRNAIDHGLEDRAIQRQQAHNKPEATGR I ELNIQRQGTDV
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 RLQRIVRQTSSALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRIQRQQAHKPEAGRIELNIQRQGTDV 1115
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQGTDV 1120
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!! !!!!!!!!!!!!!!



logo VVVFSDDGQGIDVEKVRQKALLAGL IKPEQDHLEQQDI LQFL I FHPGLSTAEQVTQI SGRGVGLDVVQSDIKASLGGHVSVDES
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 VVVFSDDGQGIDVEKVRQKALLAGLIKPEQHLEQQDILQFIFHPGLSTAEQVTQISGRGVGLDVVQSDIKALGGHVSVDS 1195
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVSVES 1200
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!

logo VYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDER I IRVSPASLEQYFECSPQELSFEYENKRYPLRYLSEFVGNQP
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 VYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIERIIRVSPASLEQYFECPQESFEYENKRYPLRYLSEFVGNQP 1275
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEFVGNQP 1280
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!

logo I PRLNSDGVMYSLPVLMIKANNGQTVALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIARQIQST
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 IPRLSDVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQST 1355
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQST 1360
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QRHKEQFLSEAGVYRQRESDERRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAI EQLENIKPDLMLLDI EMPRMDGFE
NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 QRHKEFSEAGYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDGFE 1435
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDGFE 1440
consensus !!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VLNLVRHHDI
MHQYMPI IMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAVFSESEGVKS

NTDB id 1006781 ABLB96 RS17675 WP 348896115.1 VLNLVRHHDIHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVVSESGVKS 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!
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