L AL ) St AT MR R e L TSLE AL

|

;

NTDB id 1015 ACIAD RS12005 WP 004928865.1 80
NTDB id 1006780 ABLB96 RS16360 WP 348897729.1 80
NTDB id 1070 ABD1 RS13145 WP 000472713.1 80
NTDB id 1083 HON27 RS04190 WP 168726476.1 80
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 159
NTDB id 1006780 ABLB96 RS16360 WP 348897729.1 159
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLEQRETD RNLDII YINLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQLLKNNQNLELGHYYRISGKT PAHS 160
NTDB id 1083 HON27 RS04190 WP 168726476.1 RLEQRETD RNLDII YINBKLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQWLLKNNQNLELGHYYRISGKT PAHS 160
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 239
NTDB id 1006780 ABLB96 RS16360 WP 348897729.1 Q 239
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI 240
NTDB id 1083 HON27 RS04190 WP 168726476.1 YATPG FDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSHSFRLNIEKLRLTFRQILNSSSLQQKGLTI 240
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 Q Q 319
NTDB id 1006780 ABLB96 RS16360 WP 348897729.1 319
NTDB id 1070 ABD1 RS13145 WP 000472713.1 320
NTDB id 1083 HON27 RS04190 WP 168726476.1 320
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 ILA SQKIF ALWPLTL MFI4QISW APL N IA PI Gle 478
NTDB id 1006780 ABLB96 RS16360 WP 348897729.1 SKMIFMSKVLIESQGKIFIALSPLTLLFFQQISW APLTNITAVPIVGEVIVPLNIMAACAWF KPFGNMLF[NFND YA
NTDB id 1070 ABD1 RS13145 WP 000472713.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISW APLTNIIAVPIVGRVIVPLNIMAACAWFVIKPFGNMLFHFNDEEEN)
NTDB id 1083 HON27 RS04190 WP 168726476.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISW APLTNIIAVPIVGEVIVPLNIMAACAWFV KPFGNMLFHFNDEEN)
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