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MIKNKNVRTQDVAARLAARSDGVATNYFEHSSSSCAPTK
M
I
L
K
R
F
NKGYI

SHI
SRS IASHRLAARSSSARLATRASGFTLVELLVAIA I

NTDB id 1006776 ABLB96 RS12595 WP 348897165.1 MIKNKNVRTQDVAARLAARSDGVATNYFEHSSSSCAPTKLRFKGSHSRSIASHLAARSSSARLARASGFTLVELLVAIAI 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ......................................MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAI 42
consensus ************************************** ** ! ! !!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!

logo FAI
VLSLLGWKI FDYLLKVRDRNAEHEVHLFELQDAYQQI LRDTLQI IPLSANQGGQLHPALE IDNQI LRFSKAGVTDPLK

NTDB id 1006776 ABLB96 RS12595 WP 348897165.1 FAILSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 FAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 122
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGLSPFER I EYRYDADQKKLYRLKYSTNLNTSNREQPLSSTLLSQVDEQYHQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG
NTDB id 1006776 ABLB96 RS12595 WP 348897165.1 QGLSPFERIEYRYDADQKKLYRLKYSNLNTSNREQPLSSTLLSQVEQYHIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 QGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG 202
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IK IQI
LTVAGVNSYEWIYSLNQGDLSLSQESGGNST

NTDB id 1006776 ABLB96 RS12595 WP 348897165.1 IKIQITVAGVSYEWIYSLNQGDLSLSQSGGT 271
NTDB id 1076 ABD1 RS08075 WP 000594585.1 IKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!*!!!!! !!!!!!!!!!!!!!!! ! *
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