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VALF ILLASGCQTVSQPTLTVKKDPEKGAVKVRTQLAAEYIKRSGDLDSAKRASLDQALKS IVDENPSKRDSASTANMMMGVI

NTDB id 1006768 ABLB96 RS05215 WP 348895605.1 MS.TPKLKIMLCMGVAVAFLASGCQTSPTLKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSIESRDATANMMMGI 79
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MS.TPKLKIMLCMGVAVALLASGCQTSQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMMMGI 79
NTDB id 1017 ACIAD RS02540 WP 011182074.1 MSKWTINKTLGCAAIVGAFILSGCQTVPTT.KDPEKGVKVRTQLAAEYIKSGDLDSAKRALDQALKVNPKDSSANMMMGV 79
consensus !! ****!***!*****!***!!!!!**!**!!!!!*!!!!!!!!!!!!*!!!!!!!!!*!!!!!*****!**!!!!!!*

logo LLQQEGSRKPNLEKADEAHYFEKRAVIQSLSDEPEDNAQAHRNNYGTYLYQMKERYHNDAIQEQLFTRLIAGSASTLGYDQRYRQALENI
LGR IYLHKLGGD

NTDB id 1006768 ABLB96 RS05215 WP 348895605.1 LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD 159
NTDB id 1051 ABD1 RS02465 WP 004738086.1 LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD 159
NTDB id 1017 ACIAD RS02540 WP 011182074.1 LLQQEGSRPNLEKADAYFERAVQLDPENAQAHNNYGTYLYQMKRYHDAIQQLTLAGSSLGYDQRYRALENIGRIYLHLGG 159
consensus !!!!!!!*!!!!!!**!!*!!****!*!!!!*!!!!!!!!!!*!!*!!!*!***!!**!!!!!!!*!!!!*!!!!!*!!*

logo

V
IANSAEKMTFSKQALQLANRDSSYVI SMLELAE IYFYLQQRQIPAATGQMYEQYVHRTVGQKNQGARALWIG I

LRVARANADRKTMGVMQVLVN
NTDB id 1006768 ABLB96 RS05215 WP 348895605.1 IASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVHTVGQKNQGARALWIGLRVARANADKMGMQVLVN 239
NTDB id 1051 ABD1 RS02465 WP 004738086.1 IASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVN 239
NTDB id 1017 ACIAD RS02540 WP 011182074.1 VANAEKMFSQALQANRDSSVSMLELAEIYYLQQRIPAATGMYEQYVRTVGQKNQGARALWIGIRVARANADRTGVQVLVN 239
consensus *!*!!!*!*!!!*!!!!!**!!!!!!!!*!!!!*!!!!!*!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!**!*!!!!!

logo QLR I
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FPDESSPEYQRYLKQLQYSTEAVWK

NTDB id 1006768 ABLB96 RS05215 WP 348895605.1 QLRALFPESPEYQRYLQLQYSTEAVWK 266
NTDB id 1051 ABD1 RS02465 WP 004738086.1 QLRALFPESPEYQRYLQLQYSTEAVWK 266
NTDB id 1017 ACIAD RS02540 WP 011182074.1 QLRIFYPDSSEYQRYLKLQYSTEAVWK 266
consensus !!!***!*!*!!!!!!*!!!!!!!!!!
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X ≥ 50% conserved


