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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITL. 79
NTDB id 1006745 ABLB96 RS00965 WP 348895777.1 ..MKRKFTYSLGFTLIELMVVVAIVAIFAAVAIPSYQAYVLRADASRAQQQMQQIAVQLARQKSRNFNYKGFSTGSTA.. 76
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ..................PR......GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 1006745 ABLB96 RS00965 WP 348895777.1 ..............PVNLPVGAPGSAIKYRITVRDGDDTTKPLTDPTVLGQNWVIRAEASDPNNFTYLLGSNGLRCKNKA 142
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPL..DTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1006745 ABLB96 RS00965 WP 348895777.1 TS........NVTYITCGTGAEPW. 158
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WA........NISSSSCGTGSESW. 169
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