
logo MLKKRSLS I EPFYYWWQDRVF IAAI I LA I LLHI FLVLL IHFAMPAPSEQSTKE IA I
VS IRPATEDEAVI

VKHNADFLAQADQQGASGAV
NTDB id 1006742 ABLB96 RS00260 WP 348898393.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHILVLLIHFAMPAPSEQSTKEIAVSIRPAEEAVKNADFLAQADQQGAGV 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!! !* *!*!!!!!!!!!!! !

logo FREAHRMSSNASPQATPMPNSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESKQRKKAELEQLQSQFQAKAAMVAS
NTDB id 1006742 ABLB96 RS00260 WP 348898393.1 FREAHRMSSNAQTPMPNDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESKRKKELEQLQSQFQAKAAMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !!!!!!!!!! * !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!

logo LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKLQQQLKGEVRLMVI LNAQGGIRAIRL
NTDB id 1006742 ABLB96 RS00260 WP 348898393.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKLQQLKGEVRLMVILNAQGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo LESSGHPVLDEAAKASVRRGAPFGHRFDAVNMKDI SELR I IRTWRFDPAEAEFEVH
NTDB id 1006742 ABLB96 RS00260 WP 348898393.1 LESSGHPVLDEAAKASVRRGAPFGHFDVNMKDISELRIIRTWRFDPAEAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!
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