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NTDB id 1006582 ABKJ37 RS16250 WP 348921034.1 MQKKDVTPDSDKKQNGLFKKFGIGLVG...GLLGGALAFGGAYAIMGQNSPSSNSSTTTSTVKDNKGDTKVTNVSLDVNS 77
NTDB id 381 SMU RS09890 WP 002262650.1 .........MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKS..........FSNNGK..TTVSNVIYDTKS 59
NTDB id 425 SGO RS10525 WP 012131081.1 ..........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHS..........ATNNNQKTATTVTTSYKNSN 60
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKST..........EST.SNNNSTITQTAYKNEN 59
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS..........VNN.SNNNSTITQTAYKNEN 59
NTDB id 215 SPD RS10945 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS..........VNN.SNNNSTITQTAYKNEN 59
NTDB id 181 SPR RS10425 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS..........VNN.SNNNSTITQTAYKNEN 59
NTDB id 145 SP RS11450 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS..........VNN.SNNNSTITQTAYKNEN 59
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NTDB id 1006582 ABKJ37 RS16250 WP 348921034.1 DVTKAVDKVKDSVVSVINLQSPSQNSDANGFGSIFGGNDGSGSDNAESDGSDLQAASEGSGVIYKKDGKTAYVVTNNHVV 157
NTDB id 381 SMU RS09890 WP 002262650.1 NTTKAVKNVKNTVVSVINYQKTDNSYYNY..........DSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVV 129
NTDB id 425 SGO RS10525 WP 012131081.1 STTEAVDKVKDAVVSVITYSESNSDAIF...............DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVI 125
NTDB id 539 SM12261 RS09395 WP 000681587.1 STTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVI 124
NTDB id 256 KZH43 RS10270 WP 000681597.1 STTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVI 124
NTDB id 215 SPD RS10945 WP 000681597.1 STTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVI 124
NTDB id 181 SPR RS10425 WP 000681597.1 STTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVI 124
NTDB id 145 SP RS11450 WP 000681597.1 STTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVI 124
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NTDB id 1006582 ABKJ37 RS16250 WP 348921034.1 DQAKGLEVVLHDGTKVEGELVGTDSYTDLAVIKISSDKVDSIAEFGNSDNLKIGEPALAIGSPLGSAYANSVTQGIISSV 237
NTDB id 381 SMU RS09890 WP 002262650.1 KDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSL 209
NTDB id 425 SGO RS10525 WP 012131081.1 NGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSL 205
NTDB id 539 SM12261 RS09395 WP 000681587.1 NGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSL 204
NTDB id 256 KZH43 RS10270 WP 000681597.1 NGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSL 204
NTDB id 215 SPD RS10945 WP 000681597.1 NGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSL 204
NTDB id 181 SPR RS10425 WP 000681597.1 NGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSL 204
NTDB id 145 SP RS11450 WP 000681597.1 NGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSL 204
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NTDB id 1006582 ABKJ37 RS16250 WP 348921034.1 NRNIQN.ENNGQAININAIQTDAAINPGNSGGPLVNIEGQVIGINSVKIVQSE...SQVSVEGMGFAIPSNDVVNIINQL 313
NTDB id 381 SMU RS09890 WP 002262650.1 SRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQL 289
NTDB id 425 SGO RS10525 WP 012131081.1 SRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQL 283
NTDB id 539 SM12261 RS09395 WP 000681587.1 NRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQL 280
NTDB id 256 KZH43 RS10270 WP 000681597.1 NRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQL 280
NTDB id 215 SPD RS10945 WP 000681597.1 NRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQL 280
NTDB id 181 SPR RS10425 WP 000681597.1 NRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQL 280
NTDB id 145 SP RS11450 WP 000681597.1 NRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQL 280
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NTDB id 1006582 ABKJ37 RS16250 WP 348921034.1 EKEGKVTRPALGITMEELTNVSTQQRKEILKLPESVQMGVLVRSVQTATPADKAGIQRYDVITKIDDKEITSVTDLQSTL 393
NTDB id 381 SMU RS09890 WP 002262650.1 EENGEVVRPALGISMANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPADG.KLKKYDVITEIDGKKVASISDLQSIL 367
NTDB id 425 SGO RS10525 WP 012131081.1 EKNGKVIRPALGIQMVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPADG.KLEKYDVITKIDDTEISSASDIQSAL 361
NTDB id 539 SM12261 RS09395 WP 000681587.1 EKNGKVTRPALGIQMVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSAL 358
NTDB id 256 KZH43 RS10270 WP 000681597.1 EKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSAL 358
NTDB id 215 SPD RS10945 WP 000681597.1 EKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSAL 358
NTDB id 181 SPR RS10425 WP 000681597.1 EKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSAL 358
NTDB id 145 SP RS11450 WP 000681597.1 EKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPANG.HLEKYDVITKVDDKEIASSTDLQSAL 358
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NTDB id 1006582 ABKJ37 RS16250 WP 348921034.1 YKKKVGDKMKVTFYRDGKEQSVTVDLTIDQSALKQNSSNSNNSQNP 439
NTDB id 381 SMU RS09890 WP 002262650.1 YKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH........... 402
NTDB id 425 SGO RS10525 WP 012131081.1 YKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE.......... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 YNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES........... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 YNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES........... 393
NTDB id 215 SPD RS10945 WP 000681597.1 YNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES........... 393
NTDB id 181 SPR RS10425 WP 000681597.1 YNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES........... 393
NTDB id 145 SP RS11450 WP 000681597.1 YNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES........... 393
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