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NTDB id 1006579 ABKJ37 RS14160 WP 348920733.1 IESILDYYQEITRELADADFLEGRTGELETLLIEKRNQVVENGLKLREIRKRIAKKLEKNILRELKELYMERTVFDIRFT 400
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NTDB id 1006579 ABKJ37 RS14160 WP 348920733.1 EL.............AEKQFTEEGLDQVEFYITTNPGEPLKPLVRVASGGELSRVMLALKTIFSKSQGITSIVFDEVDTG 467
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ************* * ! !! !*! ! ! !*!!*!!!!!*! *!!!!!!!!!!!!!*!*!!! ! *!!!*!!!!!!!

logo VSGRVAQAIADEKIHYKQI
VS IKGNSQVLC ITHLPQVAAMVADTYHQLYFYIAEKE I

L
I
K
D
G
E
GRTETTKRVKRPRLKSKQNQEKRVAE IAGRMI

L
A
SGSVE I

VTDKLTKT
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