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NTDB id 617 LCA RS06480 WP 011375001.1 .MSTEEKLTTLLKHCAKQRVQDLYFTPTIGGWRLTERRQSDLVTNQELDKPTGTRYLNRLKYMAGMDISETRRAQTGRSE 79
NTDB id 1006577 ABKJ37 RS13245 WP 348920602.1 .MDIKELSLNLIKWGVAECLQDIYILPIENKVQIFTRKGKKRVVFQELNESNGEKLIFHFKFIGGMDVGEKRKAQVGAAT 79
NTDB id 586 KW2 RS10855 WP 011836048.1 ..MVQKKAQELIQKAIEMEASDIYLIASGNLYKIYIRQQLGRTLIEEVNQEIGLALLTHFKFLAGMNTGERRRVQLGACW 78
NTDB id 584 DLJ51 RS00890 WP 019777327.1 MVEVQELGKELIRQAVEEQAQDIYLLPKPAVYKIYLRFGEKRHLIQTCPPEQAAGLISHFKFLAGMNVGEKRRAQLGACD 80
NTDB id 394 FSA28 RS09405 WP 002291652.1 ..MVQKLGRKIIAEAVQNKAQDIYIIPKKESYELYMRIGNERRFIDVYDHHFMANLISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 385 SMU RS09035 WP 002263435.1 ..MVQKLGRKIIAEAVQNKAQDIYIIPKKESYELYMRIGNERRFIDVYDHHFMANLISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 429 SGO RS09420 WP 012130942.1 ..MVQKIAQAIVRQAKEECAQDIYFVPKDDCYELYMRIGDERRFIQTYDFDQLAAVISHFKFLAGMNVGEKRRSQLGSCD 78
NTDB id 270 KZH43 RS09265 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 229 SPD RS09895 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 195 SPR RS09430 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 160 SP RS10380 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 500 SM12261 RS00945 WP 000249545.1 ..MVQEIAQEIIRSARKKGAQDIYFVPKLDAYELHMRVGDERCKIGCYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
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NTDB id 617 LCA RS06480 WP 011375001.1 LQLAD.QTIYLRLATVGDFLNRESLVIRFIYPIGAIYHC.DDQQILAQLTQMSRQSGLILFAGPTGSGKTTSLYHLAQQS 157
NTDB id 1006577 ABKJ37 RS13245 WP 348920602.1 YMINK.EAIRLRLSTVGDFRQRESLVIRFLHVFGNSRENYFLPQQLVMVRNQVKRRGLHLFCGPVGSGKTTLMYKLAKET 158
NTDB id 586 KW2 RS10855 WP 011836048.1 YELEGSSAKRLRLSTVGDFEGNESLVIRLLHDQKQELE..FWFDDK..LQDFRCKRGLYLFAGPVGSGKTSLMFDLAHRH 154
NTDB id 584 DLJ51 RS00890 WP 019777327.1 YAFADGETAALRLSTVGDYQGRESLVIRLLFDRKRELK..FWFDGLNALLPKIIGRGLYLFSGPVGSGKTTLMYELVSRK 158
NTDB id 394 FSA28 RS09405 WP 002291652.1 YSYDEGKVISLRLSSVGDYRGYESLVIRLLFSGRHDLK..FWFNSMDLILNEIKGRGLYLFSGPVGSGKTSLMYQLVKLR 156
NTDB id 385 SMU RS09035 WP 002263435.1 YSYDEGKVISLRLSSVGDYRGYESLVIRLLFSGRHDLK..FWFNSMDLILNEIKGRGLYLFSGPVGSGKTSLMYQLVKLR 156
NTDB id 429 SGO RS09420 WP 012130942.1 YRYDD.KETSIRLSTVGDYRGYESLVIRLLHDEETELK..FWFTHFPELREKFKDRGLYLFSGPVGSGKTTLMHQLAQLK 155
NTDB id 270 KZH43 RS09265 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLH..FWFQDIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSL 155
NTDB id 229 SPD RS09895 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLH..FWFQDIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSL 155
NTDB id 195 SPR RS09430 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLH..FWFQDIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSL 155
NTDB id 160 SP RS10380 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLH..FWFQDIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSL 155
NTDB id 500 SM12261 RS00945 WP 000249545.1 YEYDQ.KMASLRLSTVGDYRGHESLVIRLLHDEEQDLH..FWFQDIEELGKQYRQRGLYLFAGPVGSGKTTLMHELAKSL 155
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NTDB id 617 LCA RS06480 WP 011375001.1 MSAKMVVAIEDPIEIVAPEFLQLQVNDNAGLSYAELLKISLRLRPDTLIIGEIRDLETAQYVVSAALSGHLVLSTIHARS 237
NTDB id 1006577 ABKJ37 RS13245 WP 348920602.1 DQFQQVITIEDPVEIEEETFLQLQTNSKIDLTYDVLIKACLRHRPDILIIGEIRDGLTAQAAIRAALTGHTVFATIHARS 238
NTDB id 586 KW2 RS10855 WP 011836048.1 FSNAQVITIEEPVELIDSDFIQLQVNDVIGNSYDELIKLSLRHRPDLLIVGEIRDQQTARAVLRASLTGYTVFSTIHAAS 234
NTDB id 584 DLJ51 RS00890 WP 019777327.1 YPDSQIITIEDPVEIKQDNMLQLQLNPSIGMTYDHLIKLSLRHRPDVLIIGEIRDRETAQAVIRASLTGIRVFSTVHAKS 238
NTDB id 394 FSA28 RS09405 WP 002291652.1 FETKQVITIEDPVEIKQDNMLQLQLNESIDMTYDNLIKLSLRHRPDILIIGEIRDKETARAVIRASLTGAMVFSTIHAKS 236
NTDB id 385 SMU RS09035 WP 002263435.1 FETKQVITIEDPVEIKQDNMLQLQLNESIDMTYDNLIKLSLRHRPDILIIGEIRDKETARAVIRASLTGAMVFSTIHAKS 236
NTDB id 429 SGO RS09420 WP 012130942.1 FKGQQVMSIEDPVEIKQEDMLQLQLNETIGLTYESLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKS 235
NTDB id 270 KZH43 RS09265 WP 000249564.1 FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKS 235
NTDB id 229 SPD RS09895 WP 000249564.1 FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKS 235
NTDB id 195 SPR RS09430 WP 000249564.1 FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKS 235
NTDB id 160 SP RS10380 WP 000249564.1 FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKS 235
NTDB id 500 SM12261 RS00945 WP 000249545.1 FKGQQVMSIEDPVEIKQDNMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKS 235
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NTDB id 617 LCA RS06480 WP 011375001.1 TQGVVARLLDLGISELQLRACLTGIAYQSLVTKDDVVQAHYELLTGSDYFSKKEGGCDV..................... 296
NTDB id 1006577 ABKJ37 RS13245 WP 348920602.1 ISGVYERLAELGVQQREVSECLASIIYQRLLPFRTTKDEEISGLLMDYNFSRKMVSKWSQELRKVWAYGFIDNQTFEEEK 318
NTDB id 586 KW2 RS10855 WP 011836048.1 VKGVVQRLLELGLSDWELKNGLEAVVYQRLIAGKGVLDI......AKSKFDTWSPKKWNEKIENLYANGHLTAIEAEREK 308
NTDB id 584 DLJ51 RS00890 WP 019777327.1 IPGVYARILELGVSQDELDNCLAGIAYQRLIGGGGLIDF......AQDHFQNHQAECWNEKIDQLLAAGHLTEEEAAAEK 312
NTDB id 394 FSA28 RS09405 WP 002291652.1 IPGVYARMLELGTSSEELQNALCGIVYQRLIGGGGIIDF......AKGDYQNHSAKKWNKQIYDLFTAGYITEGEAQAEE 310
NTDB id 385 SMU RS09035 WP 002263435.1 IPGVYARMLELGTSSEELQNALRGIVYQRLIGGGGIIDF......AKGDYQNHSAKKWNKQIYDLFTAGYITEGEAQAEE 310
NTDB id 429 SGO RS09420 WP 012130942.1 IPGVYERLLELGVSEEELKIVLQGICYQRLIGGGGVIDF......ASDNYQEHEPTVWNQQIDQLLAAGHIHPEQAEAEK 309
NTDB id 270 KZH43 RS09265 WP 000249564.1 IRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF......ASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEK 309
NTDB id 229 SPD RS09895 WP 000249564.1 IRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF......ASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEK 309
NTDB id 195 SPR RS09430 WP 000249564.1 IRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF......ASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEK 309
NTDB id 160 SP RS10380 WP 000249564.1 IRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF......ASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEK 309
NTDB id 500 SM12261 RS00945 WP 000249545.1 IRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF......ANKDYQEHQSTSWNAQIDQLLKDGHITSLQAETEK 309
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