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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 MAEQKQNRPRGGRGPGQGAPVEKAKDFKGTLKKLISYIGAYKIPVFFVMIFAIASTVFNIWGPKILSSAITELFDGLIKK 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL... 55
consensus ********************** ! ! * *!* *!! * *!! ! !* * !! ! * !!***
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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 YQGTGGIDFNKIGGILLFMLGLYLVASAFGIIQGWIMSTISQKITYRMRKEISEKINRMPMNYFESRTTGEVLSRITNDV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ...AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDV 132
consensus *** ! !! !!! ! ! * !! * *!*!!* !! * !*! ! *!!!**!* !!*!** !* !!!*!!!!
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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 DTLGQSLNQSITQLITSVFTIIGVIVMMLSISVQMTGIAILIVPISMILIMIVVKNSQKYFKTQQEYLGVINGKVEETIG 240
NTDB id 370 SMU RS04260 WP 002263294.1 DLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYS 212
consensus ! * !! !!!* ** * *!! ! !!* * * !!! !* *! *** !!* !! !! !* * ! !!!
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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 GYNIVRLFNDEENSLKEFKTQNDVLFKSAWKSQFLSGLMQPIMNFVGNLGYVAVAIFGGILAYNGTITVGDIQAFIQYVR 320
NTDB id 370 SMU RS04260 WP 002263294.1 GHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
consensus !*!*! *! *! ! ! !! !! ! !!!!! !!*! !*!*!*!! !!! !*! !* *! !! !!*! ! !!* !!!
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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 NLTQPIAQLAQVSNLLQSMAAAAERVFEFLEEDEEAQTVPNPVKIDKAKGMVDFEHVRFGYTPDKIIINDFSSHVDPGQT 400
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQK 372
consensus !!!!!!*!! !!! !! !!!!!!*!*! * **! ! ! !**! !!!*!!! !!*!!! ! *!!
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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 VAIVGPTGAGKTTMVKLLMRFYDVTSGAIKIDGHNIKDFNRADLRKNIGMVLQDTWLFKGTIMENLRYGRLDATDEEVYE 480
NTDB id 370 SMU RS04260 WP 002263294.1 IAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIA 452
consensus *!!!!!!!!!!!!*! !!!!!!*! ! ! !!!*!!*! ! *** *!!!!!!!!! !!* !!! ! * !!! !
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NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 AAKAAHVHHFIQTLPGGYNMELNEESSNISQGQKQLLTIARAILADKPILILDEATSSVDTRTEGLIQGAMNNLMAGRTS 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAKAVGVHHFIKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTS 531
consensus !!!! *!!!!! !!! !! ! **! *! !!!!!!!!!!!*! ! !*!!!!!!!!!!!!!!! !!! !! *!! !!!!



logo FVIAHRLSTIKRDNADKL I LVYMQRDGDNI IKEQGSTHDEEQLLMAEGNGFYYADSLYNSQFETEELDVAE
NTDB id 1006564 ABKJ37 RS07230 WP 348922644.1 FVIAHRLSTIKDADKILYMQDGDIKEQGTHEELLAEGGYYASLYNSQFEELDE 613
NTDB id 370 SMU RS04260 WP 002263294.1 FVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!* !! !! ! !! ! !!!*!* !*!! !*!! !!!!!! !
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