
logo MMITMVTRTI IKVMRNLSRAQI LSPMIKRAFTVLLESLLVLML I SVSF I LTLAFLFSSASEVLQTAQTFVEHQL IFQKAGKE I
LFFVLEQFEHNFLYQKEI SQKELNSAVASLSQQSRSKPSLEVNLGE

NTDB id 432 SGO RS09405 WP 012130939.1 ....MVRTIVRLRQLPIKAFTVLESLLVLMISSFILLALSSSVQATFEQIQAKIFFLEFEHFYQESQKLSVSSQRKLVLE 76
NTDB id 1006479 ABKP85 RS12105 WP 011836045.1 MMITMTRIKMNSAISMIRAFTLLESLLVLLIVSFITLFFSAELTQTVHLFKGELFVLQFENLYKISQENAALQSSSENLE 80
NTDB id 589 KW2 RS10840 WP 096816401.1 MMITMTRIKMNSAISMIRAFTLLESLLVLLIVSFITLFFSAELTQTVHLFKGELFVLQFENLYKISQENAALQSSPENLG 80
consensus ****!*!*********!*!!!*!!!!!!!*!*!!!*!**!*****!********!*!*!!**!**!!******** **!*
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MGNSGKFYKKTKTIN
NTDB id 432 SGO RS09405 WP 012130939.1 ISSQEISNGYARLPIPKGIQAPESTQIYFDKAGGNSSLSKVQF..QTKEGLVTYQLYIGNGKFKKTTN 142
NTDB id 1006479 ABKP85 RS12105 WP 011836045.1 SKNGKLIYENKEIDIPKEVEMAE.FLIKFDEKGENSSLQKIKVYLPYEKKTILYQMEMGSGKYKKKIN 147
NTDB id 589 KW2 RS10840 WP 096816401.1 SKNGKLIYENKEIDIPKEVEMVE.FLIKFDEKGENSSLQKIKVYLPYEKKTILYQMEMGSGKYKKKIN 147
consensus **************!!!**** ! **!*!!**!*!!!!*!*************!!***!*!!*!!**!

X non conserved

X similar

X ≥ 50% conserved


