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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPD 68
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPN 77
NTDB id 1006247 ABHF33 RS10435 WP 348943910.1 MAKKSKVLPRVLVVDDEADLADLLELTLLKMGLDVVKANGVAVARTLLDSQRFDLCLSDMRMADGEGLELVQHIHARKLD 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQ 75
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDS 148
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 1006247 ABHF33 RS10435 WP 348943910.1 VPIAILTAYGSTNNAIAALKAGAFDYLAKPVSLEQLRTLVRSALKLDAPEP.ASQSLP.VDSPLLGSSPALLHVLALVDK 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAP.VDNRLLGESPPMRALRNQIGK 151
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 AASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTL 228
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 1006247 ABHF33 RS10435 WP 348943910.1 LARNLAPVYITGESGSGKERAARLIHAKSARADKPFIAVNCGAIPETLMESEFFGYRKGAFTGANEDRDGFFQAAHGGTL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 FLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGD 308
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 1006247 ABHF33 RS10435 WP 348943910.1 FLDEVADLPLAMQVKLLRVIQERKVRQVGGVAEVDVDVRIISATHQNLSRCVEAGKFRQDLYYRLNVIELKMPPLREMGE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQM..SAPINR 386
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFAS 396
NTDB id 1006247 ABHF33 RS10435 WP 348943910.1 DVLLIAQAVLKKIAQRHNMDEPVLQSDALVALRRYDFPGNVRELENLLERALALSDGMHIYAEDLHIQHSTADK...... 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS...... 385
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 AL.....PLAHENKVSVHEIFPLW....MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDT.ETEQEV 473
NTDB id 1006247 ABHF33 RS10435 WP 348943910.1 .........AEAQAANLGDTYPLQDYLDRVEKAAILAALDKTNFNRTQAAKLLGITFRSMRYRLDRLGICQ.EGED.. 458
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
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