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NTDB id 1006246 ABHF33 RS09805 WP 348943794.1 MFSFFKKKKPADTVAEQDLAPAQVTSAAQTAQAEQAAQATEAEASTAPAMPSTPEAPAQAAVTEYSAAVVAKPEVLPATP 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQ...VQETAAKVESEVAQIVGNIK.EDVESLAESVKGRAESAVETVSGAVEQVKETVAEMP 76
consensus !!!!!**!!* *!*! * ***! ! ! ! * * ** ** **! !! !*!! *! ** !
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NTDB id 1006246 ABHF33 RS09805 WP 348943794.1 EPAKPT........EQY...IETDPAKLGNTDQPQERPKLSWADRLKMGLAKTRDKLGKSLASVFGGGKIDDDLYDELET 149
NTDB id 1118 NGFG RS11455 WP 003696286.1 SEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELET 156
consensus *! * ********! **** ** * * ! !! !! !!! !!!!*!!!**!!!! !!!!! ! *!!!*!!!!

logo VL ILTAGDMGMVDEATEQHYLLMKDVREGRVSLKGLKDGPNELKRGALKDEASLVYDEL IKQPLEQI
KPLNVLVPEGTHKEKPF IV I

LML
VAGI

VNGAGKTTS IGK
NTDB id 1006246 ABHF33 RS09805 WP 348943794.1 VLLTADMGVDATQHLLKDVRERVSLKGLKDPNELKGALKDSLVELIQPLQIPLNV.EGHKPFILMVAGVNGAGKTTSIGK 228
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGK 236
consensus !!*!*!!!**!! *!*!!!! !!!!!!!!!*!!!*!!!!* ! *!! !! !! **! * !!**!*!!*!!!!!!!!!!!

logo LAKYFQASQGKSVLLAAGDTFRAAAREQLQVAVWGEGRNGNVHTVIASQETSTGDASAAVACFDAVNQAAKARGIDI
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NTDB id 1006246 ABHF33 RS09805 WP 348943794.1 LAKYFQSQGKSVLLAAGDTFRAAAREQLVVWGERNGVHVIAQESGDAAAVAFDAVNAAKARGIDVVIVDTAGRLPTQLHL 308
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL 316
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!! !! !! !*!! ! *!! !!!*!!!!*!!!!!!!!*!* !!!!!!!!!!!!
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NTDB id 1006246 ABHF33 RS09805 WP 348943794.1 MEEIKKVKRVVQKADPTGPHEIMLVLDANTGQNALAQTKSFDDALGLTGLVLTKLDGTAKGGVIAAIAKNRPVPLRFIGV 388
NTDB id 1118 NGFG RS11455 WP 003696286.1 MEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV 396
consensus !!!!!!!!!!*!!! ! *!!!!**!!!!! !!!!* ! ! !!!!!!!!!!**!!!!!!!!!!**!!*! !!!!*!*!!!

logo GEGTIDDLRPFDVAKRADFYI
VDALFLDE

NTDB id 1006246 ABHF33 RS09805 WP 348943794.1 GETIDDLRPFVAKDYIDALFE 409
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD 417
consensus !! !!!!!!! !* **!!! *
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X ≥ 50% conserved


