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NTDB id 1006102 ABIS02 RS02110 WP 030099928.1 MFSFFKRFKGSKESDNAPEESQTAAAP.AVPVAPAT........................PPAPRPAMPASVDTQPAAAP 55
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1006102 ABIS02 RS02110 WP 030099928.1 STNE....PEAAALETV.....EIVPPPQQDASAKRSWLTRLKTGLSKT....SSSLTGIFVGTKIDEDLYEELETALLM 122
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1006102 ABIS02 RS02110 WP 030099928.1 SDAGVEATEFLLESLREKVRTERLTDPQQVKAALRTLLIDLLKPLEKSLMLGR.AQPLVVMIAGVNGAGKTTSIGKLAKH 201
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 1006102 ABIS02 RS02110 WP 030099928.1 LQSFDQSVLLAAGDTFRAAAREQLAIWGQRNNVTVVSQESGDPAAVIFDAVGAARARKIDVMMADTAGRLPTQLHLMEEL 281
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1006102 ABIS02 RS02110 WP 030099928.1 RKVKRVIGKAQEGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGEKV 361
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 1006102 ABIS02 RS02110 WP 030099928.1 EDLQPFSAEEFSDALLGG 379
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD. 417
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