
logo MWELVKAGGWI
MMLP I I LCSS IAALTAGI IVAVERLWTLRPRSR I

V
A
TPPHQLLGQVWKQWIKDKKQLNSNSQAKLKELKRADSSPLGE I

VLAAGLAVN
NTDB id 100604 PcP3B5 RS09570 WP 009621398.1 MWELVKAGGWMMLPIILSSIAATAIVAERLWTLRRSRIAPPQLLGQVWKQIKDKKLNSQALKELKASSPLGEVLAAGLVN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!!!!!!*!!!!!!*!!!! *!* !!!!!!!*!!* !!*!!!!!!! !!!! ! ! !!!!*! !!!!!*!!!!! !

logo SKHRGRE IMKEC I EEAAAGRVI
VHDELMERYLNALGTIAAGI

MAPLLGLLGTVFLGMIEQI FSAFMGDSGMANAPLQLAGGI SKAL IVTTAAS
NTDB id 100604 PcP3B5 RS09570 WP 009621398.1 SKHGREIMKECIEEAAGRVIHEMERYLNALGTIAAMAPLLGLLGTVFGMIQIFSAFMGDGMANAPQLAGGISKALVTTAS 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !!*!!!!!!!!!!!!!*!!*!**!!!!!!!!!!!**!!!!!!!!!! !!! !!!!!!! !!!!!! !!!!!!!!!*!!!

logo GL IMVAGIPALVFFHRFYLLRRVDELVVAGMEQEAIKLVEMVVQGDRDEVDLGSEDGGKAKA
NTDB id 100604 PcP3B5 RS09570 WP 009621398.1 GLIVAIPAVFFHRYLLRRVDELVVAMEQEAIKLVEMVQGDREVDLSEDGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!*!!! ! *
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X ≥ 50% conserved


