
logo MASDKKNRDTEHI
L
A
EEKNLYTWDLSTTI

VFAENTDAADWELTELYEKSTVSVEQDKLEKKTAVNSARYAEGHLLDESAKQNSLLEGAITELVEYLMES ILMSRARLVEKI
VYVYASMKHND

NTDB id 100581 QUD44 RS02445 WP 096368584.1 MAKKRDEIAENLTWDLSTVFENDAAWELELKSVSEKLETVNRYEGHLLESAQSLLEITEVELEISRAVEKVYVYASMKHD 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! ! ** ! !!!!*!*! !! !! ! ! ! ! !!!!*!! !! !!* * * ! *!!*!!!!!!!*!

logo QDTQTVGSLRYQEYEQAKRASTNLYASKQFLGSEAMFAFYFYEPEFLMALDTDPEKKRLYAEESFKREREQEPGKLEGLQYDSHMYFERLFLAKNKDEHI
VLSPQEKAEEEKLLAASA

NTDB id 100581 QUD44 RS02445 WP 096368584.1 QDTQVSRYQEYEARATNLYAKFGEMFAFYEPEFLALTPERYESFRREEPKLEQYSHMFERLFAKKEHILSPKEEKLLASA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !!!! !*!*!!! ! !!**!!!!*!! * * !* !! ! ! ! !!!! ! !*!*!!* ! !!! !

logo
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S
D
E I FGNAGAPATDETFENI

V
F
LDNADI ELFLPMWI

V
K
SDEGKQGDQEVVEQLTHGNFYI STLMESKDRDHI

VRKAGAYEQALMYGSNTYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 100581 QUD44 RS02445 WP 096368584.1 SEIFGAAAETFEIFDNADIELPMIKDEKGQEVQLTHGNYISLMESKDRHVRKAAYQALYSNYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! * !!!!! ! * ! ! ! !!!!!*!*!!!!!!!**!!*!! !*! !!!*!!!!! !!! !!!!

logo NFYKQAKTVRGHYDNSARHQAALASASNF IPEESVYDRSLLESVNKHYLPLLHRYI
L
D
KLREKKQI

VLGLDDDELKMYDVYTPLSDELTDETYAKFLNTYEPEASLV
NTDB id 100581 QUD44 RS02445 WP 096368584.1 NFKAKTRGYDSARQAALSSNFIPEEVYDRLLESVNKYLPLLHRYIKLREQILGLDDDLKMYDVYTPLSDLDYKFNYPEAV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLD.ELKMYDVYTPLSETETALTYEESL 319
consensus !* !! !*! !!!*!!! !!!!! !!! !!!!!!!*!!!!!!!* !! *!!!!**!!!!!!!!!!!* * !*! *

logo

E
KKAEEVLAQI

VFGEPEYASAKGHVHKAKAFDTERWIDVAHEPNI
KGKRSGAYSGGACYDTNAFMLLNWQDETLDDNLFTLVHEMTGHSLMHSTFTREQ

NTDB id 100581 QUD44 RS02445 WP 096368584.1 EKAEEVLQVFGPEYAAHVKKAFDERWIDVAENIGKRSGAYSGGCYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSTFTRE 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus !!!!!! *!!*!! *!* !! !!!!!!**! !!!!!!!!!!*!!!!!!!!!!!!*!!! !!!!!!! !!!*!!!!!!

logo

N
TQPYVYGDYP I FLAE IASTTNENI LTESTLLAKETVKTDDEKETRFAI LNHW

YLDGFKRGTVFRQSTQFAEFEHAE IHEKADAQESGKQI
VLTASDE

NTDB id 100581 QUD44 RS02445 WP 096368584.1 NQPYVYGDYPIFLAEIASTTNENILTESLLAETTDEKERFAILNHWLDGFRGTVFRQSQFAEFEHEIHKADQEGKVLTSE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !*! !!!!!!!*!!!!*!!!!!!*!!!!!!! !! !! ! *!! *

logo FMNKQLYADGLNEKYYNSLKPAELDENPYE IQFYEWAER IPHFYMYNYYVFYQYATGFAAASTYLAEAKIVHNGGTESEADKREAKYLTYLKAGSSDYP
NTDB id 100581 QUD44 RS02445 WP 096368584.1 FMNQLYAGLNEKYYSLPALENPEIQYEWARIPHFYYNYYVFQYATGFAAATYLAEAIVNGGSEAREKYLTYLKAGSSDYP 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYP 559
consensus !!! !!! !!!!!! !*! *!*!!!*!! !!!!!! !!!!*!!!!!!!!!*!!!! !!*! ! *! !!!!!!!!!!!!!



logo LAEVIAKKQAGVDMETENI
T
D
TYLDEASAFAKVFEDKRL IVELEANLVEKGVHLS

NTDB id 100581 QUD44 RS02445 WP 096368584.1 LAVIAQAGVDMEEITYLESAFAVFEKRLIELENLVEKGVHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !! !!!!! !!* !! !!! !!*!!! !!!!!!!!*
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