logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
100558 QUD44 RS00780 WP 269457350.1
587 KW2 RS10850 WP 042211510.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
100558 QUD44 RS00780 WP 269457350.1
587 KW2 RS10850 WP 042211510.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
100558 QUD44 RS00780 WP 269457350.1
587 KW2 RS10850 WP 042211510.1

consensus

sttt ars i BB UM

TILES Rt e oL

euc ) Sovemueafb el

s D okokokokokokokokok DD Dokokok | Dokokok Dok Dok | Pokokok | Dok Dok Dokokok | Dokok ok |okokokokokokokok |k ok | okok | kok

AT AR s Lo e oMLK IEATY 1 e

SR LE)

* %k o %k ok

BN ALl

GESY VTQL L EVHGNpNMMSLIBKIERIYL NLISSVKKKL EVEMTYP ILLMFL IMLGL NYLLPQL )qe®
GES VTQL L EVHGNpNYSLISKIERYL NLIR8VKKKL EVMTYP ILLMFL IMLGL NYLLPQL s

GFSPA VTQLSLAE HGNLEL LMKIEEYLDNLAKVKKKLIEVATYP LLGFL LIM GLRNYLLPQLEJS[

G®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
G¥SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
G®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
GSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLEIMLGLRNYLLPQLDSS]

GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSS

a

sokskskor DD D Lo Do Do L D oskskosookok ok Dok Dokososkokokokok D Lok Dok DD Dok D Lol Dok b Dol Do DD DD LD Dok s | Dok |

L

Al

e, Gk

GEFVR{YLTAYYAREWGNMI{EQGIMEL QIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

158
158
159
1563
153
153
1563
153
1563
154
156

238
238
239
233
233
233
233
233
233
234
236



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

395
386
430
271
230
196
161

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1
SPR RS09425 WP 074196785.1

SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
100558 QUD44 RS00780 WP 269457350.1
587 KW2 RS10850 WP 042211510.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

395
386
430
271
230
196
161

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1

SPR RS09425 WP 074196785.1

SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1
100558 QUD44 RS00780 WP 269457350.1
587 KW2 RS10850 WP 042211510.1

consensus

et a8 o EAE LY BUCAL LTl ML

GMD 1RONLIRIGOEFRIQL( IBNYPFFMKELSL IEYGEVKSKLGNELEIYAERTWERIFFIN J{ INW JVQPL F
GHD IRVLIBGQEFEQLY BN YPFFMKELSL IEYGEVKSKLGNELEIYAERTWERFFIN [ I\ lgvQPL F
GQDL QMLENGQEF ST
GQDLAQWLINGRIEFSQTI
GQDLAQWLISNGREFSQTI
GQDLAQWLIMNGIRIEFSQTI

KELSLIIEYGEVKSKLGSELEIYAMKTWEJAFF[RVNRTMNL QPLVF
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI

GQDLAQELISNGIRIEFSQTI

GQDLAQSLINNGREFSQTI

GQD ABFALWNNGQEFSQTI
Q

Dok Dok Dok Dokokokoskosk 1 k|

P VO L Y B

Dok tok ok bk Dokok 1Lk Dok L1 Dtk Do D1 Lk D Dokorokok ok 1ok | )

343
343
344
338
338
338
338
338
338
339
341

I I

* %

X non conserved
B similar
i >50% conserved

318
318
319
313
313
313
313
313
313
314
316



