logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1
1005565 UXR68 RS09635 WP 000934764 .1
113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1
1005565 UXR68 RS09635 WP 000934764 .1
113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1
1005565 UXR68 RS09635 WP 000934764 .1
113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064.1
1390 A4U84 RS00055 WP 021115958.1
1166 A1552VC RS00795 WP 000168289.1

consensus

(A

N EAETl o Bl

TNA. I

SE:

'fffsgNéV'L R EeRey

MFN@V LVGRLpN
MS N VIL GRL[Y
...MS N VIL GRL{¢
rYe N VI VGNLEYDP
e N VIL GRLENDPE

* 1 kobk Dkl %k

5 B TR e el o

TNA.
TNQ.
KNA .
NDR.
NDR.
NDKMT[@AIREVT
RDKAT[OQKEKT

! %%

oD T T < H

ELESB

|R/\ LY'\QI XNE S

RRESISCNE

Sl

AN,\pé/\

fNQ A¥

2N

(Qs8er g

“BNS

GRLQTRNYENQQGQRVYVTEVVV NFS SRTTTEQRQGDGASQNFNSNQS ..... NGSQQSG.TSPQ TGNAP
(EARNNNSINNE N K EERR VI{VINAAWN . PENSNDTQQDLYQQQVQQT. ... ... ... .. RGERSQYS
GRLQTRIYYISAING Q1AY% VTEV@A PENGGGSBSGGYNEGNSEGGQYFG. . . GGQNDNPEHGGNQEMARRN
S[EBANANNSMENEEVN VI VINRAA. . PR PREKABID . . . . . . e e
ERRNSIKMOGKDEIERT AYBERWY . GGRINENSG@AP. .. .YEE[EYGQSQE. .. ... ... QRPARBISRQP
(CRANASHIKNMOGKDEIERTAYRERWLY . GGRINENSGEAP. .. .YDE@EYGQSQE. .. ...... QRPA SRQP
G LlTRK QDQN[E{aDRYY T @ . SRSSGG.DFG....GNQGSGWNQAPAQTNYNQGG SDNYA@NN .
EQHAENHKIMQD Q S{¢JA]DR)Y STEVVVQGYNGI GGRAQQG..MP....AQGGM .NVPAQ. QGS GQPQ PAK
(IS | (IS * * % % * *
|
TA\*F’%' f\? HNSEéﬁﬁ%g E')é'éA BPE DDD

Ao, ANNTQADPFA NGQABBISPIDPEEE 170
Neoooon. NKPVKDNPFAMANG LNDDD %7 156
Qeveevn.. GNSFNDDPFANDGKIJBI SRy 172
................................... 113
ASDAPSHPQEAPAAPRRQPVPAAARMMED IPDDIEIRE 174
APDAPSHPQEAPAAPRRQPVPAAAIMED IPIIINSY 174
..NFNGGNATRPQPAQKPAAIAEPP NBIDDD P F L

.QHQ..PMQQSAPQQYSQPMYNEPMDFp)NRRY 177

* % %

X non conserved
B similar
>50% conserved

144
130
146
113
139
139
147
146



