
logo MASDKNRNTEHI
L
E
PEKLYTWDLTTI FYAKTDAKDEWEATELYETRS ITKVQSDELKSKLVAEESATDYAPGHLLDSAEKNSLLGTAITEKLMYLMS ILMSQRQRLVEKI

LYVYASMKN
NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 MAKNRNEIPEKLTWDLTTIYKTDKEWEAELTRIKSELSLVEETDPGHLLDSAESLLTITEKMLSISQQVEKLYVYASMKN 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKK.ASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus ! !! ***!! !!!!!!!* !! *!! ! *! * *!!!!!!! !! !! *!* *!!*!!!!!!!!

logo DQDTRTEVAGKLYQEYQASKASTANLYSVKQFLGSEAVFYAFYFYEPEFLMAKI
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VLSQEKAEEEKLLAA
NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 DQDTREAKYQEYQSKATALYVKFGEVYAFYEPEFLKISKEVYNKWLGELQKLKNYDHMFERLFAKKAHILSQKEEKLLAA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!! * !!!!! !!* !! ! *!**!!!!* * * * ! !!! !!!! ! ! !*!!! ! !!!!

logo AGDE I FENGSPSTDETFENI
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VRKAGAYEKALMYGSNTYEQFYQHTYAKQTLQGTNVVKV
NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 AGEIFESPSETFEIFDNADIKLPMVKNESDEMIQLTHGNYSSLMESKNRGVRKAAYKALYSNYEQYQHTYAKTLQTNVKV 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!*!! !**!! * !!!!! ! ! *** !!!!!* *!!!!! ! *!!*!! !*! !!!*!!!!! !!! !!!

logo HNLYKQAKQI
VRHSYDNSARHQAALAANNF IVPEKSVYDSVLLMEAS IVHNKQHLPLLHRYI
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NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 HNLKAQIRSYDSARQAALANNFVPEKVYDVLMEAIHQHLPLLHRYIELRKKILGITDLKMYDIYTPLSNLDYKFNYEDGV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESL 319
consensus !! ! *!*! !!!*!!!! !!*!! !!! !*! ** !!!!!!!!**!!!!*!!* *!!!!!*!!!!! * !!* *

logo KKAEEVLAI FGEKEYKSGKGKVHKAAFETEQRWIDVEHEPNI
KGKRSGAYSGGASYDTNAFMLLNWQDETLDDNLFTLVHEMTGHSLMHSATFTREQ

NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 KKAEEVLAIFGKEYKGKVKAAFEQRWIDVEENIGKRSGAYSGGSYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSAFTRE 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus !!!!!!!!!!! !! !*!!! !!!!!**! !!!!!!!!!! !!!!!!!!!!!!*!!! !!!!!!! !!!*!! !!!
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YLDGSFKRGTVFRQSTQFAEFEHQAKIHEADAASGEQI

VLTASDE
NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 NQPYVYGDYPIFLAEIASTTNENILTETLLKESKDDKERFALLNHWLDSFRGTVFRQSQFAEFEQKIHEADAAGEVLTSE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!*!!!*!! !*!!!!!!*!!!!!!* !!!!!! ! *!! *
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LNEKYYNLAKAVEKDENPYE IQFYEWAER IPHFYMYNFYYVFYQYATGFAAASTFYLAEKI
VVHGSTETEDKREQAKYLETYLKAGSSADYP

NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 YLNSLYGEINEKYYNLAVKENPEIQYEWARIPHFYYNFYVFQYATGFAAATFLAEKVVHGSTEDRQKYLEYLKAGSSAYP 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYP 559
consensus **! !!***!!!!!!! *!*!!!*!! !!!!!! !*!!*!!!!!!!!!**!!!!*!!!* !!* !! !!!!!!! !!



logo LEVIAKKAGVDMETNSTDYLDAAFEKLVFEDNRLSVELEAKLVEKGVHLS
NTDB id 1005441 ABKA22 RS08780 WP 003132689.1 LEVIAKAGVDMESTDYLDAAFELFENRLSELEKLVEKGVHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!! !!!!!! !!!!!!!! *!! !! !!! !!!!!!!!*
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