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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 100514 AABA75 RS18545 WP 338294220.1 MASRGINKVIIVGNLGQNPEVKYMPNGNAVTNISVATSESWKDQQ.GQLQERTEWHRIVMFRKLAEIAGQYLTKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGSGRAQSNGQSEQGNGSDNEFGGNGMQYAQPAPYDENQGQEGSMYNQGGWQGNSGQVAEAPQAQAQTGNPSWYQQMRPANQGQGSYGRSQDPQANPQRSYADQA
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENS...GGAPYEEGYGQSQEA.....YQ.RPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENS...GGAPYDEGYGQSQEA.....YQ.RPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQ....GSGWNQAPAQTN.Y....NQGGYSDNYAQ 145
NTDB id 100514 AABA75 RS18545 WP 338294220.1 EGKLQTRKWQDQNGQDRYTTEIVADN....MQMLGGRQGGGNEGGGYQPNQGMQGGGAPQQAPSYQQMPNQGGGQPNR.. 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ....GGMPAQGGMN...VPAQQGSW........GQPQQ.. 143
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 PSH......PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSH......PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNAT..RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 100514 AABA75 RS18545 WP 338294220.1 GGHQGGGNQGGFNQAPKQPS.QPMQEPDFDFDDDIPF 189
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PAKQH...QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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