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KW2 RS01765 WP 011675413.1 MATKKK MRLG |3
KZH43 RS08665 WP 001085462.1 .MAKKP IMRLG
SPD RS09265 WP 001085462.1 . MAKKP IMRLG
SPR RS08825 WP 001085462.1 .MAKKP IMRLG
SP RS09750 WP 001085462.1 .MAKKP IMRLG
SMSK321 RS11065 WP 001085454.1 .MAKKP IMRLG
SM12261 RS08315 WP 078228268.1 .MAKKP IMRLG
Spy49 1753c ACI62003.1 .MAKKL i MRLG
SMU RS09530 WP 002262392.1 .MAKRI MRLG

BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 0108889%66.1 .......
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1 ..........
NGFG RS03960 WP 003688695.1

IEKNFGKGI\IM

NGFG RS03960 WP 003688695.1 .................... IEKNFGKGI\IM
0K783 RS03845 WP 003688695.1 ... ... ... ... IEKNFGKGE\IM
RS RS02760 WP 011000510.1 ......... IM
669 ABI424 RS02635 WP 012341176.1 .................. IEKNFGKGAIM
A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNT. . IEKWNFGKG IM

A1552VC RS01565 WP 000344154.1  .................... IEKWNFGKG IMRLG N
GTF74 RS11550 WP 000344154.1 . ... .. . ... IEKNFGKG

PSJM300 05545 AFN77183.1 IEKNFGKG MR G I
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
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NTDB id 600 KWw2 RS01765 WP 011675413.1 I EIYGPESSGKTT IDIGIL,IL, E 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT A[NBQKIAGGINNAF IDAEHALDPIA\Y ALWALGVN DELL 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANBQKIAGGINNAF IDAEHALDPI\YARWALGVN DELL 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANFNQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPENYY ALRALGVN DELL 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ARFNQKINGGIWNAF IDAEHALDPEYY ALBWALGVN DELL 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARENQKBIGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQENGGENAF IDAEHALDPYYARIMLGVN  ELL 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQK[NGGIWIA IDAE[JA DPJYAWWALGVN D LL 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ARENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALET} 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINMQKINGG\A¥AF IDAEHALDPUY ANSYLGVNID LFj SQPDIJGEQALEINY 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AIMSOKINGGNAMAF IDAEHALD\IY AJQULGV gy WLL SQPD GEQALET|M 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AIMMQKNGGUAMAF IDAEHALD Y AJQALGV jy RNLL SQPD GEQALEI}M 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQKYGGIWAAF IDAEHAIGDINSIY AIISLG N EL  SQPDGEQALEIfA 148
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT ANEQKNGGUA¥AF DAEHAIDPIYYAIAMLGV]Y ELM SQPD GEQALEI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT ARNGOKNGGNAMAEF DAEHADPMUYAJASLGV)S ELM SQPD GEQALEI[S 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT ARNEOKNGGNAMAEF DAEHAJJDPMYAIMSLGV)Y ELY SQPD GEQALEI[ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT AISIQKIMGGINMAF IDAEHALDIMYYAMLGV]Y |13¥ LL SQPD GEQALEIL 148
NTDB id 1004669 ABI424 RS02635 WP 012341176.1 EI GPESSGKTT ARENQKE\G/QNSAF IDAEHALDPIRY ALNSLGV | S

ELL SQPDNGEQALEI[e 141
EIYGPESSGKTT ANQKE)YNEAF TDAEHALDPYY ALGVNIDELL SQPDRGEQALEI[® 156
EI GPESSGKTT ALWAQ 12GIQNMAFIDAEHALDPWUYAJQSLGVN DELL SQPD GEQALEI[S 139
EI GPESSGKTT SQPD GEQALEI[e 139
EIYGPESSGKTT SQPD GEQALETIpN 139
EIYGPESSGKTT SQPDEBIGEQALETIfA 139
EIYGPESSGKTT Q Q SQPDNGEQALETH 139
* 1 U A U Pk DD Dkl H Plskokokokok Dofokok DD Dok DD Dok Dok Dok ootk Dokokok |k

NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
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NTDB id 600 KWw2 RS01765 WP 011675413.1 G MGDSEVGLQAR K 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR K 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR K 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDMGDSHVGLQAR K 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDMGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDMGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHMGDSHVGLQAR K 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 227
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAAL\YPKAEI G MGD [WJGLQAR . 227
NTDB id 1004669 ABI424 RS02635 WP 012341176.1 [ ERSEANVSNT)H @S REe sV (¢IDRN: A nny:v:s . 220
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWPKAEI GDMGDSH GLQAR . 235
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYPKAETI MGD HVGLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 GNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 GTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfHYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 RAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KRVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BKVVKNKVAPPF 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF 307
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS. .. .I.KKGEEV KV KNKVAPPF 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1123 OK783 RS03845 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1427 RS RS02760 WP 011000510.1 RIGS. . ..I.KKG KVVKNKVAPPF Al 302
NTDB id 1004669 ABI424 RS02635 WP 012341176.1 MBVGS....I.KNG KVVKNKVAPPF 295
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV. .. .V.KDG KVVKNKVAPPF 310
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEG KVVKNK APF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF 293
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