logo

NTDB id 1004658
NTDB id 108 BSU
consensus

logo

NTDB id 1004658
NTDB id 108 BSU
consensus

logo

NTDB id 1004658
NTDB id 108 BSU
consensus

logo

NTDB id 1004658
NTDB id 108 BSU
consensus

logo

NTDB id 1004658
NTDB id 108 BSU
consensus

logo

NTDB id 1004658
NTDB id 108 BSU
consensus

ABI122 RS25880 WP
35470 NP 391427.1

ABI122 RS25880 WP
35470 NP 391427.1

ABI122 RS25880 WP
35470 NP 391427.1

ABI122 RS25880 WP
35470 NP 391427.1

ABI122 RS25880 WP
35470 NP 391427.1

ABI122 RS25880 WP
35470 NP 391427.1

000225362.1

000225362.1

000225362.1

000225362.1

000225362.1

000225362.1

nenssestelod (LT SSBAE Vet S GURRY St

................. MEIA GEINYL. EERSS QR KN DK K EERY C VAIGHK KK N SR SREXCIEM VR AL CEIC
MNVPVEKNSSFSKELQQE [ FILLENVELSIEENY ERikNGry 1o & Fhsen vidlc rRcc polRNFERYE Ei B
* |

ok ok ok ok ok sk ok ok ok k ok ok kkok ok X *ox || [ * * ook % % * 1 Ikl 11 * %k >k k %k %

) R Rk L G e AL AT L

KUY CRI(C WMGRVSE[M LyaeRENSINQSIMILNWINGINLS GQ MAA (¢ IEAIJNKER)RIIWAVCGAGKTEMLF
ekl WYCREC UMGRVSE VELYENESAENAIIASIRALINWINGINLS GQ [MAA V| IEAISKEIABAIWAVCGAGKTEMLF
Do LLL Tk LILETTH %1 ! I T 1 1 TUkllk Tlk k000 LT TLULETEITITiTd

o sl R AT RTOWLELA Rty 1 ke TVl B A
EQEEE}%EX@,{%IXH!EQEQEEEH N

11 Phsk L bbbl * LLrrnd *lskk LLLLLLLL * Dkkok | Lkl |

e TR

FPYWADQUILQ AVPNANKIAGNNY YL ATP |MRTKRK)FICGIAY Vil R HREIPLPYPWFMWCGNWKKELNR 1P |
FPY ADQULQ AVRARIKICUkN) YL ATPRISAIKRKISBIGMIMIVIY B REHR PLPAPHF WCGNWKKIULNRY IPEJN
'l Lok !

PITILL Thxbl 11 * 1Tk 1 1% ! kkk LIkl L L LD LEIET T1T %1 1x

R s VLV tsseabovmees D BUEK s cxg LT LERA T
P Y N A

Vol s FEEOML VLA Ry g VERecKTes vmtottoe sty
¥§§%@HESEHQSEHES§!%E ppe

AR Pok DL Tk | TR Tk Ikl 11 [l ]

K non conserved
B similar
i >50% conserved

63
7

143
157

223
237
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