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NTDB id 462 GPW51 RS00385 WP 012774894.1 Ir (MINALYSRVLRFFGIGESQLVT LAD IDSQTDPTLAPYAKUMGEVTLRLSTKA SQEEAN)®:

NTDB id 412 SMU RS09535 WP 002262393.1 TKLYSRVLRFFGIGES.LVT LDLIQTDPT APYAKTGEVT RLSTKAQEA SK

NTDB id 170 SP RS09755 WP 000642718.1 MNMMTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES

NTDB id 280 KZH43 RS08670 WP 000642700.1 MRMATGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQLN

NTDB id 205 SPR RS08830 WP 000642700.1 MNMMTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE

NTDB id 239 SPD RS09270 WP 000642701.1 MRMATGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQPN

NTDB id 538 SMSK321 RS11060 WP 000642686.1 NMATGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ\

NTDB id 510 SM12261 RS08320 WP 000642690.1 L. TGSKLISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ)

NTDB id 1004641 ABI122 RS18705 WP 000990692.1 KPMp¢ EF.RNFTEN YSRVLRFFGIGESQLIAMY FDLIDEQT PT APRANBGEVTLRL EKEIARNASIE AlNGR

NTDB id 124 BSU 16930 NP 389575.2 L PMi@aN AKLLKKG WK WSWVLRFFGIGESQLIWLIAD IDINQT PT APIRAEWGEVTLRL AH.D.KTERL
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