logo KKLKT E B K EA ﬁ \. éQ S =K
AVTRS/\AKKAlRl E?LAéE'éT(Q b St ﬁYéx ?4 EqS le' ) \B/%A 6k§ RvaIEg EEKEK !LEE)iEéN

NTDB id 1169 A1552VC RS11075 WP 000648511.1  ................ KATQTLP KNMR l GSVS.LAR.LT

NTDB id 1402 DSB67 RS12670 WP 010643257.1 .. ............... MKTI KNMR K.TS LM Q GSISFITK.IS

NTDB id 1112 NGFG RS09215 WP 003689811.1 .. .... MAK. .NGGFS KKEKRI INGRHS ASDJALMNEMSINFEIEEEISIKKIRAISR{ENIRPLQMTRY . . . . . KTSSK

NTDB id 1113 AAA85695.1 219..1451(C )  ...... MAK. .NGGFS IKKEKRJAT RHSASDL N SINFREEEINKKIBAISRESIRPLOMWTRYV . . . . . KTSSK

NTDB id 1004584 AAG688 RS14810 WP 411832955.1 MAVTRSAAKKATRTITPTARDTKL VPIgV R{ETIN. ﬁ FGA.AG

NTDB id 1252 GC0O85 RSO07730 WP 011213805.1 ... ... ........ MDKNI LTH AlEIQ)N . FDR.KN

NTDB id 1198 PSJM300 03950 AFN76868.1 ... ... ... MAQKINIKNSVIT QEAlN. . .AG

NTDB id 1016 ACIAD RS01680 WP 004920476.1 ... ... ..., AAKKTQVMPVIZA KTy

NTDB id 1059 ABD1 RS01610 WP 000279215.1 . ............... AVKKQM PTIgA KV.

consensus * *

) P TRAT e N ; VE sl Yo e

E |- }55 I'r A. Nl:F B /l'I? 2 NS IAE '.:$N S}«) = \niz/B |é‘$’

NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRITRQLATM

NTDB id 1402 DSB67 RS12670 WP 010643257.1 IO IT FTRQ ATM

NTDB id 1112 NGFG RS09215 WP 003689811.1 MXDIT FTRQL TM

NTDB id 1113 AAA85695.1 219..1451( ) J2DIT FTRQL TM [AG PL QAFEIVARIG)ENPEM

NTDB id 1004584 AAG688 RS14810 WP 411832955.1 IF RQ ATM K GVP AEI ING{EQKIY VR

NTDB id 1252 GC085 RS07730 WP 011213805.1 WE\DIT F RQLATM l

NTDB id 1198 PSJM300 03950 AFN76868.1 KKI)QQUDIIN FTRQ ATM

NTDB id 1016 ACIAD RS01680 WP 004920476.1 KK JQ@®DIIN FTRQLATM KAGVPLVQAFEIVA GJR3NPEM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 IWADIT FTRQLATM KAGVPLVQ FEIVA GJ®3NPIM

consensus * %k | %% I hxx1 Ik 1% * * %k kkkk ok * k| sk ok k% * %k * 1 kk Dkxkx |

s DRATAERGE L Vel Vo ol s JRLAETO e
E%§ A\.E:LLQ.L IR EAL AL o WAL Vvt J?é b

NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q H

NTDB id 1402 DSB67 RS12670 WP 010643257.1 A

NTDB id 1112 NGFG RS09215 WP 003689811.1 ANMEFNENLP LN T\ D

NTDB id 1113 AAA85695.1 219..1451( ) APYKEK INMUIGA LPAIRT QuyV D

NTDB id 1004584 AAG688 RS14810 WP 411832955.1 A YKENRERLKEKT KALJJYPIyusyTIN FFGADLPAFTQ R

NTDB id 1252 GC085 RS07730 WP 011213805.1 A YKEKMEN KINKIKKALGNYPI®AV VA FFGADLPAIT E

NTDB id 1198 PSJM300 03950 AFN76868.1 FIMIFGA LPAFT EA

NTDB id 1016 ACIAD RS01680 WP 004920476.1 FIRIFGADLPAFTQ V NNEIN

NTDB id 1059 ABD1 RS01610 WP 000279215.1 FEISIFGADLPAFTQ V NMS)Y

consensus ok b Doskokseskokok Dok | ok | ko DPxskr bk 1 ko |l sk * % % [ Phsk b Dok Dokkokok k1

Vool DR L L e 1 RTU\TFA i
A Vvl st st R DR R L Y e JARESH AT DL ROTAAT

NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 IREAAGVPLVDNL STAGALN

NTDB id 1113 AAA85695.1 219..1451( ) IRFAAGVPLVDYL STAGAJN

NTDB id 1004584 AAG688 RS14810 WP 411832955.1 S| HN IARFSRTLA TFlAGVPLV AL

NTDB id 1252 GC085 RS07730 WP 011213805.1 ¢ FYAN SILEISA Q TRk INKAP\IARF RTL MTFAAG PLV ALlSAGAT

NTDB id 1198 PSJM300 03950 AFN76868.1 A IZK Q A TS EBNNIN W E|))sk

NTDB id 1016 ACIAD RS01680 WP 004920476.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1

consensus Hok ok ok ok ok sk ok ok ok %k ok ok ok ok K K % kK Uk skokokokok |okok |okok | ! [l EENES * | %ok ok

142
141
144
144
158
141
140
143
143

222
221
224
224
238
221
220
223
223

302
301
304
304
318
301
300
303
303



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1004584 AAG688 RS14810 WP 411832955.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1004584 AAG688 RS14810 WP 411832955.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

bR o ReTeab s ] e
T|

b YU sl

IALGy VGGLV AMYLPIF LEISV
VGGLVAMYLPIF LYISV

GiL AMYLP F LGNVV

GIyL AMYLP F LGIIVV

LVGG V MYLPIFIL BIVV

LVGGLV AMYLPIFKLGSEV.:

LVGGL AMYLPIF
LVGGLV AMYLPIF
LVGGLV AMYLPIF

X non conserved
B similar
>50% conserved

408
407
410
410
424
406
405
408
408

QM IGEESG LD MLNK|
QMEAIGEE GALDEMLFKVAE YERNEV NAVD LES
K

QMi IGEESG LD MLNK

QMVAIGEESGAL YEIREV NAVD L B
QMEAIGEESGALD MLEKVAN YEWEVDNEIVD L [
QMVAIGEESGALD MLWKVAWN YEMEVDEAVD L [

QMVAIGEESGALDEMLINKVAW YERNEVDNAVD L
PUr LD b bk LD Lkl b1 T Lerkl ikl

1300 LR et s

382
381
384
384
398
381
380
383
383



