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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 100458 ACN28Q RS14020 WP 095846895.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!!*****!!!!*! !* *!***!*!!!!********!!*!**!!*!!**!!*

logo EGKQRI
L
R
K
Q
S
TRKYWTQGDKQDNSGI

Q
E
DRTYSATYTDEVIQVVQGNI

V
Y

N
A
G
D
N
G
I
S
T
E
V

L
M
K
QMLDGSGRASQNGSEQQGNSGQDGAMFGAPGAPGAGQNYDEQGANEGSGGWYW

G
G
I
M
N
Q

G
N
S
Q

G
S
V
A
A
G
P
G
Q
A
G
Q
P
SQ

Q
T
E
G
G
A
N
S

W
Y
N
Q
G
R
Q
G
P
G
N
A
Q
S
Y
Q
G
S
Q
P
D
Y
S
G
N
R
Q
Y
D
A
P
Q

K
A
G
Q

N
Q
T
G
A
H
P
S
N
N
S
D
Q
P
R
A
F
N
S
P
A
S
G
M
H
G
A
N
P
Q

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQ....SQEAYQRPAQQSRQPA.SDAPSHP 147
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQ....SQEAYQRPAQQSRQPA.PDAPSHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPA.QTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQQSYNQGNSGYGYDQTASRPA.. 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG...MNVPAQQGSWGQPQQP...AKQHQP..MQ 152
NTDB id 100458 ACN28Q RS14020 WP 095846895.1 EGQLQTRKWQDQSGQDRYTTEVVV.NIGGSMQMLGGRQQ.GQGGGAGA...GQSAGGQGNWGQPQQP...QGGNQFSGGQ 152
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVV.NVGGTMQMLGGRQG.GGAPAGGN...IGGGQPQGGWGQPQQP...QGGNQFSGGA 152
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 .QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQQYSQ..PQYNEPPMDFDDDIPF 177
NTDB id 100458 ACN28Q RS14020 WP 095846895.1 QARPAQNSAPAASSNEPPMDFDDDIPF 179
NTDB id 1447 BW25113 RS21080 WP 000168305.1 QSRPQQ.SAPAAPSNEPPMDFDDDIPF 178
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