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VTATVDGFEALASKIADEAQNQPDQI IVFVDIMMPRLDGYQTCAL IK
NTDB id 1004573 AAG688 RS04685 WP 411834200.1 MTQNEGQAGGLNGLRVMVIDDSKTIRRTAETLLKREGCEVVTATDGFEALAKIADQQPQIIFVDIMMPRLDGYQTCALIK 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ......MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIK 74
consensus ****** * * !*!!!!!!!!!!!!!!!!!! !!!!!!*!! !!!!!! !!!* *! !*!!!!!!!!!!!!!!!!!!!

logo NNSQNVFYKQNS ITPVIMLSSKDGLFDKQAKRGR I
VVGSDEEQYLTKPFSTKRDEELLDNAIRANHVSST

NTDB id 1004573 AAG688 RS04685 WP 411834200.1 NNQVFKSTPVIMLSSKDGLFDKARGRIVGSEQYLTKPFTREELLDAIRAHVST 133
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NSQNYQNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS 127
consensus ! ! * !!!!!!!!!!!!! !*!!*!!!* !!!!!!***!!! !!! !!!*
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X ≥ 50% conserved


