
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNSTLMATAFLAVLS I ITPLTIT
NTDB id 100448 AL468 RS21715 WP 104974833.1 ................................................MFKFYKKQKFKRLQSTLMTAFLVLSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!! !!! !!! !!! !!!!!

logo AI
LFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKQQQI

V IDYFMEMAKRESTEVMGFVRSELAYASGGRFYGLVNAFQSRLDGNVDS I EAEASREKHNAQ
NTDB id 100448 AL468 RS21715 WP 104974833.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQIIDYFEARETEVMGFVRSELAYASGGRFYGLVNAFSRLGNDIEESRKNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!*!!! !*!*!!!!!!!!!!!!!!!!!!!!!!!!! !! !! ! *!!

logo QRYI ETGSGDQIKTSTVLPEQSSNSYVGSERYRLLHKRYHWAYLELLKRSDFDNDI LLVDIDNGNVTVYS INYKDYDNFYGTNLLSTGKPYKQ
NTDB id 100448 AL468 RS21715 WP 104974833.1 QRYIEGSGDQIKTSTLPESSNYVGSERYRLLHKRYHWAYLELLKRSDFNDILLVDINGNVTYSINKDDNYGTNLLSGPYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!! !! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!! !!! ! !!*!!!!!*!*!

logo DSTANLGHKTFKRLAEDQDTVNTEQRRKTVNEDFYTPVI
V
I
VSDFEVLQEDGGKQVYAWLGAP I IVQQGYLHSYAMFRLPNSNAGITKLAIADEAGNSRSENPSS IM

NTDB id 100448 AL468 RS21715 WP 104974833.1 DSALGKTFKRLADDVTERRKVNEDYTPVIVSDFELEGGKQVAWLGAPIVQQGYLHSYAMFRLPNNGITKLAADANRESSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !* !!*!!!!! ! ! !! !!!*!!!**!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!! !** *!*
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NTDB id 100448 AL468 RS21715 WP 104974833.1 NTLLVGNDHQPRTINTKQDDIKNSLEVIDKALSGAFGVGTYTNGLGEEIIAAYAPIETRGVIWALVVQLPENEAFARIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus *!*!!!*!! *!!* * * ! !*! !!!! *!!!!!! !! !!!!!!!! * **!!!!! !!! !!!!!**!

logo LEKLFVFIAML ITAI IVLVVIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDDEATMTFINTEVRKDE IGRLALVSFERMQRS IREKIQSLTI
NTDB id 100448 AL468 RS21715 WP 104974833.1 LEKLFVIAMLIAIILVVIASHYLSNFITSPLLKLTWAAEKVSAGDLDDTTFNTVRKDEIGRLALSFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!* !! !!!!!!!!!*!!!!!!!!!!!!! !

logo KKSQNEKELESNI
L
L
QI IQRKQNDELQLADNKLKDEFLATTSHELRTPLHGMI

VGIAEATLAI SGANGAP IPSAASHQKYQLDI I IKSSGQRLA
NTDB id 100448 AL468 RS21715 WP 104974833.1 KKQNEELESNIQIIQKQNDELQLADKLKDEFLATTSHELRTPLHGMVGIAETLASGANGAIPASQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* !! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! ! !!!!!*!*! *!!!!!!!! !!!!!!



logo

N
TLVDDLLDYHKMRYGASLMDIQKRCSAVDSLASSATRLVLELSHSHLLGKNKTI

LR I INQVPSAEDQLPKVAWVSADPQRLEQVLYNL IGNAIKY
NTDB id 100448 AL468 RS21715 WP 104974833.1 NLVDDLLDYHKMRYGSMDIQKSAVSLASATRLVLELSSHLLGNKTIRIINQVPADLKAVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!!!**!! ! !!!!!!!!!!*!!!! !!*!!!!!!* * !!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SANTVYI
VDDHKVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDASRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 100448 AL468 RS21715 WP 104974833.1 TSEGKIVISANVVDDHVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDASRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! *!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLASEEE IAQQTATQRTLATAEHLGPHFQAIPE I
V
LDSVELNNPEDQLSNSLPENEPDHGPLLLYVADDEPVNLRVLDKSFLRLEGYRVHRTAV

NTDB id 100448 AL468 RS21715 WP 104974833.1 GTTFSFTLPLASEEEIQTTQTLAAHGHFQIPEI.DVENNEDLSLPENPDGPLLYVADDEPVNLRVLKSFLRLEGYRVRTV 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQAR.LTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!!!!!! *! **!!! !!**! ! *! !!!!**!!!! !!!!!!!!!!!! !!!!!!!!!!*!

logo

Q
SDGHPEQTVLAEAL IVEKQREKPELLVLLDIMMPGMSGYQVCESEKLREQTYDHAELP I IMLTALNSQSTDEDRVRGFEAGANDYLSKPFNKQEL

NTDB id 100448 AL468 RS21715 WP 104974833.1 SDGPETLALVEQEKPELLLLDIMMPGMSGYQVCSELRETYDHAELPIIMLTALSQTEDRVRGFEAGANDYLSKPFNKQEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! ! * !!!!!*!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!!!!!!

logo AAR IQVAHLTASKQAELMRHRI
MENAKI

QLEQKSELKRHQRAAMVEASLLETQGRLLEQLESAPEAI ILCLVKREDGKNKRI
VRFANEAAACKRLFKRRNTLPE

NTDB id 100448 AL468 RS21715 WP 104974833.1 AARIQAHLTASQAEMRHMENKILESELRQRAAVEASLLETQGRLLEQLESAPEAIICLREDKRIRFANEAACKLFKRNLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!! !!*!**!! ! !!**!! !!!!!!!!!!!!!!!!!!!!!!!*!**! **!!!!!!!**!!*! *!

logo QLKRSNSADEEL IAPKFYLNTI
V
E
KQEPHYCGKNIDI
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V
D
EDI

VRQHNI
L
E
SADI

VLKRLPEQGSGLDQAVMYI FNVGGGSAVNAAR IHNLETAVEAVLSS
NTDB id 100448 AL468 RS21715 WP 104974833.1 QLKRSSADELIAPKYLTVKQPHYCGKIDIYIEDIRQNIEADILKLPEGSGLDVMYIFNVGGGANAARIHNLETAVEVLSS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!!!!!!*! * !*!!!! !!*!**!*!!** !!*!*!! !!!! !!!!!!!! !!!!!!!!!!!!! !!!

logo YAFDEGDKDKQLQKLKELGGEFTRLADKALSGENKYKQDSKQDELMRAE I
VLVDEAMTHSALENYWERSVSTGEQSKFATFAEQSGLWRVYLDRSTL

NTDB id 100448 AL468 RS21715 WP 104974833.1 YAFDGDKDQLQKLKELGGEFTRLADKALGNKKDKQELMREILVDAMTHALEYWESVTGESKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!! !!!!!!!!!!!!!!!!!! ! !!*!!! *!!*!!!*!! !!! !*! !!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGSPERATHYI EAMQRDKLQKRLLTSE
NTDB id 100448 AL468 RS21715 WP 104974833.1 QTRTLDKYMRIETLPKTPRWRTVLSSIEFILEHCKEQSPERAYIEAQRDKLQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!! !***!!!!!!! !!! *!! !!!!!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


