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NNDKSVARAT KBQNGEREADFVN VLWG LAE LASYA
WNDKSVARJAT KBQNGEREADFVN VLWGRLAE LASYA
WNDKSVARJAT KBQNGEREADFVN VLWGRLAE LASYA
WNDKSVARJET KBQNGEREADFVN VLWGRLAE LASYA
WNDKSVARJT KIJQNGEREADFVN VLWGRLAE LASYA
WNDKSVARJET KBQNGEREADFVN VLWGRLAE LASYA

KWQ GER ADFVN VWG LAE LSYAEKGSL S DGE RTR
VLWGRLAE ASY KGSLIS DGELRTR
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