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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1003945 ABHF54 RS13035 WP 011112916.1 ..MASLNKVMLIGNLGRDPEIRYMPSGDAMANLNIATTDTWKDKG.GEKQERTEWHRVVMFGKQAEIAGEYLKKGSQIYI 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDE.GYG..QSQEAYQRPAQQSRQPA.PDAPSHPQ 148
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEE.GYG..QSQEAYQRPAQQSRQPA.SDAPSHPQ 148
NTDB id 1003945 ABHF54 RS13035 WP 011112916.1 EGRLQTRKWTDKSNVERYTTEIVAD....RMQMLGGRSGGGSYDP.P.......ADR...........DHD.YQ...... 127
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.QG.GMNVPAQQGSWGQPQQPAKQHQ.PM...... 151
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1131 NGFG RS05740 WP 003695064.1 EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1003945 ABHF54 RS13035 WP 011112916.1 SQSTPPAK....SNTGFDDMEDDIPF 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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