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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE.GAVPTKLSD... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSR.GWSVKSGTGTED 71
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISE.GHTPSLVSSLP. 74
NTDB id 1003940 ABHF54 RS08650 WP 347887882.1 .......MQHTQKGFTLIELMIVVAIIGILAAVAIPAYQDYTVKSNAAAALAEITPGKAGFEQAINE.GKTPSTTVTDP. 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINE.GKTPSLTSTDE. 72
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NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATSTG 149
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.T.......AAGGGTLALVPTAAGTALPVSSAPSG 132
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S.......SCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTT.......KAKGANITLTPT..........YASG 126
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVITITY.TA.......AAGGGTIVMTPTL.........QANG 114
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVITITY.TA.......AAGGGTIIMTPTL.........QANG 114
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GFTR......LGTVED....MG.DGKIV.IAPTA..SGALGGTIKYTFD...AGVVSSSKIQLARD.............A 127
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GFTR......LGTVED....MG.DGKIV.IAPTA..SGALGGTIKYTFD...AGVVSSSKIQLARD.............A 127
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GFTR......LGTVED....MG.DGKIV.IAPTA..SGALGGTIKYTFD...AGVVSSSKIQLARD.............A 127
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..........VGFTAA....TSSVCATYSIDAFT..ETDGAGKITCTLKG..NPKIATKIVELTRS.............T 117
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKK...EVPLGVAAD....ANKLGTIALKPDPA..DGTADIT.LTFTMGGAGPKNKGKIITLTRT............AA 129
NTDB id 1204 PSJM300 03935 AFN76865.1 ........GFIGIGAS....TN.YCTVT.....L..IATATGSITCTTQNGMPDRFNGKTITIART.............T 121
NTDB id 1003940 ABHF54 RS08650 WP 347887882.1 ........GYIGIVKV....TS.YCS.D.....V..DVSSGTSIVCTTAGGNATNFNGKTITLARS.............A 117
NTDB id 1197 PSJM300 03940 AFN76866.1 ........GYIGITDS....TS.YCDVD.....L..DTAADGHIECTAKGGNAGKFDGKTITLNRT.............A 119
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NTDB id 1188 NELON RS01755 WP 003772458.1 AIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK................. 188
NTDB id 1424 RS RS02795 WP 011000517.1 PIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR................. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 AVTWKCTTT..................S.DKKYVPSECRG................ 147
NTDB id 1274 LPP RS09530 WP 011214168.1 DVTWTCTGG..................TLLAKYRPASCRP................ 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 DVTWTCTGG..................TLLAKYRPASCRP................ 136
NTDB id 1184 GTF74 RS02335 WP 000649326.1 NGLWTCSTT...................VTSEIAPKGCTAGATIN........... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 NGLWTCSTT...................VTSEIAPKGCTAGATIN........... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 NGLWTCSTT...................VTSEIAPKGCTAGATIN........... 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 DGAWTCVSD...................VPTEFLPKGCTAGTPTEG..AITSL... 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 DGLWKCTSD...................QDEQFIPKGCSK................ 150
NTDB id 1204 PSJM300 03935 AFN76865.1 DGLWDCTSD...................LDSRYKPGKCL................. 141
NTDB id 1003940 ABHF54 RS08650 WP 347887882.1 DGVWSCNTN...................LDAKYAPGKCGAAGGGSTGGSTGGSTGG 154
NTDB id 1197 PSJM300 03940 AFN76866.1 DGEWSCAST...................LDAKYKPGKCS................. 139
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