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NTDB id 1003584 ABG771 RS08750 WP 011254576.1 37
NTDB id 358 SMU RS01425 WP 002263523.1 80
NTDB id 421 SGO RS10260 WP 012131060.1 36

NTDB id 511 SMSK321 RS10730 WP 000668322.1
NTDB id 483 SM12261 RS00275 WP 000668315.1

. RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
BRPQVDQMDCGVASLAMVFGYYGSYYSLA 36

NTDB id 247 KZH43 RS00220 WP 000668290.1 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 36
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NTDB id 1003584 ABG771 RS08750 WP 011254576.1 |s883H SYNRMYN L ECNRW IHEIRAAT TFNLKE KADM LEFDigsD 117
NTDB id 358 SMU RS01425 WP 002263523.1 MLREL KTIWYNGTTALG V]FNAISY GFETR IKADMTLFDDLT PF HV K[EJ QNNQ 159
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTRYDGTTALGLVKVAE[Y [FETRAGKADM LFDL]

PF AH LK GKLLHYYVVTGQDK IHIADPDP 115
PDLTFPFVAHVLKEGKLLHYYVVTGQDK{SIHIADPDP 115
PDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDP 115
PDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDP 115
PDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDP 115
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLEPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDP 115
NTDB id 131 SP RS00255 WP 000668284 .1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLEPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDP 115
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NTDB id 511 SMSK321 RS10730 WP 000668322.1
NTDB id 483 SM12261 RS00275 WP 000668315.1
NTDB id 247 KZH43 RS00220 WP 000668290.1
NTDB id 206 SPD RS00235 WP 000668290.1

HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDL
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLR
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLR
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLR

AT

NTDB id 1003584 ABG771 RS08750 WP 011254576.1 197
NTDB id 358 SMU RS01425 WP 002263523.1 239
NTDB id 421 SGO RS10260 WP 012131060.1 Q 195
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GVKLTKLPRERFIAEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDT 195
NTDB id 483 SM12261 RS00275 WP 000668315.1 GVKLTKLPRERFIAEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDT 195
NTDB id 247 KZH43 RS00220 WP 000668290.1 GVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDT 195
NTDB id 206 SPD RS00235 WP 000668290.1 GVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDT 195
NTDB id 171 SPR RS00230 WP 000668290.1 GVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDT 195
NTDB id 131 SP RS00255 WP 000668284.1 GVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDT 195
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NTDB id 1003584 ABG771 RS08750 WP 011254576.1 Q 277
NTDB id 358 SMU RS01425 WP 002263523.1 AEYLLVLRLIDVILSYIKH FWLPMSFFATRRTGEIWSRFTDAN[NI 319
NTDB id 421 SGO RS10260 WP 012131060.1 TLG ISIGL IVYILQQLSYAQEYLLLVLGQRLSIDVILSYIKHVFLPMSFFATRRTGEIVSRFTDANI 275
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI 275
NTDB id 483 SM12261 RS00275 WP 000668315.1 YVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI 275
NTDB id 247 KZH43 RS00220 WP 000668290.1 YVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI 275
NTDB id 206 SPD RS00235 WP 000668290.1 YVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI 275
NTDB id 171 SPR RS00230 WP 000668290.1 YVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI 275
NTDB id 131 SP RS00255 WP 000668284.1 YVPDQMRSTLGIISIGLVIVYIIQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI 275
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SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1
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SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
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SPR RS00230 WP 000668290.1
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VGISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAY
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720

760

Q 717

AHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717

AHRLTIAERTEKVVVLDQGKIVEEGHADLLAQGGFYAHLVNS 717

AHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
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