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MIQTENNN Fl§ IVVYHE GHRFFAKR GILVREF IGMGPKIFAH[N KDGTJ§Y IRILPLGGYVRMAGWG DTTEIK
AMKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK

Ik WvéDNéVBB

NB@RWP% LIS L\/L ETKIYEVDHDAT (EENTHRLEN

J4G PASL[g \2NNVEY INLS RUgNS 1Yy PMSVTIRYDIE ELIJTIRGIAVIJGEMKIAYRVDHDATI ERDGTELRIAP DVQ
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ

T s sl bk

AJZNSIRE TN fefeayP S NN Gl G{0AY Q S{¢ T PENY SIeInQ P KINK i QW8N GENT GIRYQ EMV
YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK
YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK
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ESEMKEDE . ERBIGA S KNEE RGN T D(¢R VR ENCRNN () THRGNEF L) GN Teleaa T (A NEWYLE K ARG NIsiA
EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT

EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQRSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT)
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IFSL KLGGPVARY pIRS QA |GL ST E\LJ® MLSINLGIYNLIPIPWLDGGKIV|ENI EA R{EKPLEQEIYE{eEl TLYG
NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG
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VAVMVVLMIAVTWNDIMRAFER 420
VAVMVVLMIAVTWNDIMRAFFR 420
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