
logo MWELVKASGGWI
MMLP I I LCSS IAVALMAGI IVVERLWTLRAPSRVTPPHLLGQVWKMWIKDKQLSTNSDQKLKAELRADSPLGE I LAAGLAN

NTDB id 1003119 ABHM63 RS05090 WP 003247132.1 MWELVKSGGWMMLPIILSSIVAMAIVVERLWTLRASRVTPPHLLGQVWMWIKDKQLTSDKLKALRADSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!*!! !**!*!!!!!!!!*!!!!!!!!!!!!! !!!!!!!* !!! !!!!!!!!!!!!!!!!!

logo SKRHRGRE IMKEC I EEAAASRVI
VHDELERYI

L
N
S
A
TLGTIAAGI

MAPLLGLLGTVLGMIDE I FSAFMGSGQMATANAAPLVLAGGI SKAL IVTTA
NTDB id 1003119 ABHM63 RS05090 WP 003247132.1 SRHGREIMKECIEEAASRVIHELERYISTLGTIAAMAPLLGLLGTVLGMIDIFSAFMGSQMTANAAVLAGGISKALVTTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMA.NAPLLAGGISKALITTA 159
consensus !**!!!!!!!!!!!!! !!*!*!!!!* !!!!!**!!!!!!!!!!!!!!*!!!!!!!! ! *!!**!!!!!!!!!*!!!

logo AGLMVGIPALVFFHRFLLRR I
VDELVVGMEQEAIKLVEVI

VQGDRDEVDELVAGEGGKA
NTDB id 1003119 ABHM63 RS05090 WP 003247132.1 AGLMVGIPAVFFHRFLLRRIDELVVGMEQEAIKLVEVIQGDREVEVAGGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!*!*** !!!

X non conserved
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X ≥ 50% conserved


