logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1019

1003067 AAGD24 RS03750 WP 036203149.1

1203
1307
1283
1259
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1019

1003067 AAGD24 RS03750 WP 036203149.1

1203
1307
1283
1259
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1019

1003067 AAGD24 RS03750 WP 036203149.1

1203
1307
1283
1259
1194
1020
1060
1040
1081

consensus

ACIAD RS04205 WP 004922051.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ACIAD RS04205 WP 004922051.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ACIAD RS04205 WP 004922051.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

R A

*k LT Ldor |

st ) sl e

IAYAL Iy LR BPD IL GE

W

LTVEDPIEFVH 5K C
T EDPIEF H [s9:XeC

E A N B S

1%k % %k %

:KARFRVNAFMQRGNVG VIIRIRIP |

ARFRVNAFNQSJRGA AVFRTIPS)a
ARFRVNAFNQSJRGA AVFRTIPS|3
ARFRVNAFNQWNRGAGAVEFRTIPS

ARFRVNFNQNRGAGAVFRTIPS[

ARFRVNAFNQWNRGAGAVEFRTIPS
ARFRVNAFNQWRGAGAVFRTIPS

ARFRVNAFNQWRGAGAVFRTIPS
* % ok ok |

EDPIEFVHQEIEC
EDPIEF HQB{AWNC

LTVEDPIEFVHQSKKCL

Frak DL Lxkl |

skok bl skoskoskokosk |k sk kok ok ok sk k|

AL s e T ST oI 2

1k |k ook ok ok ok k

INQRE V[&RD T

Vg Lokl o e

PPMIRVDG YDIMND QR
PPMIRVDG R YDIMND QR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
* % % % % * % * K o K ok K ok K ok Kok X

L

EDLGLMNIFK
EDLGL{HNIFK
EDLGLMNIFK

kokokkok  okokok

IAYAL NMYLR BPD IL GE

DBIALR ALR BPD ILVGE
WPENALRSALREDPDIILVGE

Lo o IDeeyERsed Dt

EEJETDFSFE

EEETDFSFE
EE|@RETDFSFE
EE|QRETDFSFE
EEJQRETDFSFE
EE|QRETDFSFE
EEJQRETDFSFE

KIWAL T KGR

* % N

GIATG GKST LAAM
GEITG GKST LAAM
ANPNZRGLVLVTGPTGSGKSTTLA

AMNIRGLVLVTGPTGSGKSTTLAAYY
AMISIRGLVLVTGPTGSGKSTTLAAYY
DAAYRGLVLVTGPTGSGKSTTLAAM
ONGYRGLVLVTGPTGSGKSTTLAAM
OPMIZRG VLVTGPTGSGKSTTLAAM
OONEYRG VLVTGPTGSGKSTTLAAM
OPMZRG VLVTGPTGSGKSTTLAAM
AR N R SRR

VLR

*kkk |k

Il

TFAETGHLCM ENRGIANNENQ

Iskok |skoskokok

]

INAAETGHLVE  TLHEINIYAIMN

TAAETGHL
RDLETIRLA

WEAETGHL
INYAETGHL
v

TLHANRIARW
TLHIANR AN
GTLHTNS AJZA
TAAETGHLVFGTLHTNSAJNK

WPNALRSALREDPDIILVGE
RIYALRSALREDPDIILVGE
IWRALRSALREDPDIILVGE
IMXALRSALREDPDIILVGE
IWNALRSALREDPDIILVGE
IMHALRSALREDPDIILVGE

Ploskokok Dl Dl D DD

RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
15 %k % >k % % %k %

TAAETGHLVFGTLHTNS Ap¥K
TAAETGHLVFGTLHTpNS AEIK
TAAETGHLVFGTLHTpNS AEIK
TAAETGHLVFGTLHTpNS ARK
TAAETGHLVFGTLHTpNS AEIK

TAAETGHLVFGTLHTHS AJ\K
EE R NE T T 3

153
156
155
155
159
155
155
155
155
155
155
155

233
236
235
235
239
235
235
235
235
235
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1019

1003067 AAGD24 RS03750 WP 036203149.1

1203
1307
1283
1259
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1019

1003067 AAGD24 RS03750 WP 036203149.1

1203
1307
1283
1259
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1019

1003067 AAGD24 RS03750 WP 036203149.1

1203
1307
1283
1259
1194
1020
1060
1040
1081

consensus

ACIAD RS04205 WP 004922051.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ACIAD RS04205 WP 004922051.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ACIAD RS04205 WP 004922051.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

R0, 9T

TR ouE AR YR S5 {SAVNL%B& Rl vam

IDRI DVFPE [0} R\YNL JBYL\YAV QQLLPRADGQGRV.AYEIL NP A 'RIL IRE[KIRIQrRYS\Y
TI RIIDVFPAEEKSMVREBIMLSESLQAV Q . G
TI RIIDVFPAEEKSMVREMLSESLQAV [ G

TIDR IDVFPAEEKMMVREWMLSESLQAVI
TIDR IDVFPAEEKMMVREMLSESLQAVI

TIDR IDVFPAEEKIMVREMLSESLQAVI
%k sk sk |k sk %k sk sk k k ok k kkk k| kkok |k xx Pkl xx % *x %k | % | sk k% kokkokk ||k skokskkkokk  kkkkok [
T m§{ {Zérﬁ:\i# L= | I'ﬁb ,Kﬁé ELLkKDkKr:EB\fKEr TR, U2ET SRR DO s RS FEL A

LQNV.KIDME..................
.SEM.ERKMTFDGQRRNLK.........
YAE@ESISRYEDEA\LAHPADSANDLRLMIK.LGADSQGADKLASS...VD. .KLSIQDD................
YVQEEMBYEDNLLHADSSNDLRLMIK.LGSETDGEHLTSVS...QGL.TLEMSDDDPGRSFR.........

HENSRY DK

NERRSKHTEHEAJALNKS L3
NERSSKHTEAHEAJALNKS L)Y
G ISRENAREKAKIiENF

CENEN L P T R AVINK SIHE ST . . . e
CARRSIP O TR R TARNK QIHE SIAL . . . e
G
G

INIPQTE RTAMKQIEESIIL . . . . e

VDDKISEQDALHSADSANDLRLMLK TKRGDD. ..YGSGSL.
YDHQHIRY ADINLKHAD SPNNLRLQIK . LSEEANKPLDNRERM .
P QT R TAIKQIESIL . . . o oot e e

LERAIDEKEiARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP

368
383
373
381
418
344
344
344
344
345
345
345

X non conserved
B similar
>50% conserved

313
316
315
315
319
314
314
314
314
314
314
314

368
383
373
381
399
344
344
344
344
345
345
345



