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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...............MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARI 63
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 MNKSFKEFIFGDGNTMNHVFRQFSMGAVAIAVMQAASAQIAITNVVPMQVPGQGTEIRVMFNGLPP.QPQAYQLESPSRL 79
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARL 64
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV.... 139
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV.... 139
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS 141
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 ILDFEQAQQNLK..QGNIPVATKEANSVDVSSDAQRARLTVNLADAGAFTTRVEGNTFILKINSNSPAAVV......... 148
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATP......... 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKP......... 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKP......... 133
consensus *!!** *** * * *** * ** !****** ! !****! * ********!* ******

logo

PAQ
V
L
A
P
ASYAQP I

F
K
I
P
T
K
T
N
V
P
S
Q
V
A
Y
S
V

P
Q
V
P
Q
N
A
P
Q
A
A
G
Q
K
P

R
H
Q
A
E
G
V
I
G
R
T
K
S

R
NIDGFRQGR I

G
A
S
E
Q
K
Q
G
G
EGNQRLVLVVIDVLAQLSSDGGPSTTGNLITSPPIVDI

VTQEQVQGGTKSEKVIRVLIVDNRATFAPILKNGI
S
T
Q
K
L
IPADLTANHLRTMAVKRRYLDNTVKTSNDFHA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 .........FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .........FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 .QP.........VV.QQAAQGITNIGFQRGAKGEGQVVIDLASGNTPVDVQQQGTKIVVRALGSKIPAHLTRRLNVNDFA 217
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .VA.........TSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .LP.........VVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .LP.........VVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIA 301
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 TPVSTVDAVNQNGSGVITIQTSDSYEYMAYQTDNKLTISLKRPEEKN.PLRPKAAHHYTGKKISLDFQDIEVRRVLQLLA 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLA 282
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 DFTDINMVAADSVQGNITLRLKEVPWDQALDIVLKTKNLDKRRNGNVIWIAPVTELIKAEEEEAKALAQSVKLAPIQTEY 376
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 IQLNYAKAADIEKLITQNKGASNSGSSN..............SNNNSDDKESLLSSRGSISIDARTNTLIVNDTQPFIDK 442
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQ 433
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE...........LAR......GTAPA 480
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE...........LAR......GTAPA 480
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWS....GYGKDGNI.GIKDEDGMNCGPIAGSCTFPT 510
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 IRNMVDLLDVQVKQVMVEARIVRASTEFTKEIGVKWGVLSQGITNNNHLLVGGSDTTLWNLREPE...RNDELGGYTYEI 519
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI 505
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI 518
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI 518
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 NVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQ 559
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQ 559
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TGTSKSPSPFVDLGAK.....DA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQ 583
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 ...ERPQNLNVDLGVT.....NA.AGKIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQKATVESGFEVPYQ 590
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...ERPDNLNVDLGVT.....TTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQ 577
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...ERPDNLNVDLGVS.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQ 589
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...ERPDNLNVDLGVS.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQ 589
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIY 635
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIY 635
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVF 660
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 SSEGGGINAVAKTEFKDVVLKLDVTPSITPDGKVQMDLDISSDSIAG.VTPMGEYYLNKNKLNTNVLVENGETVVLGGIF 669
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVF 656
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVF 668
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVF 668
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1003016 ABEF79 RS14165 WP 347456724.1 EQETLNQQTKVPFLGDIPYLGRLFRKDAKSDNKRELLIFVTPRIVNDSVSRNH.......... 722
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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