
logo MPTDIQTPKVPSDPASPVI
VYRVRVAVPVHLFYDCTFDYSTLSTAQAGQYEQQRAEHVGASRVAI

VSFGRQHNL IVGI
V IMTEKLVDPPDSAEPSFLDTGSSTFKQLKADI STDELL

NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 MPDQPVSPAPIYRVRVAVPVHLFDCFDYSLSAGQYQQAEVGARVAVSFGRQHLVGVIMEKLPPDAPLDSSFKLKDITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus !* ! ** **!!!!!!!!!!!*!*!!!*!* *!! !*!! !!!*!!!!!*!*!*! !!**! * *! !! !**!!

logo DDEQRAP I ILDAEKQVLNSLLNTWSAQYYQFP IGEVMVQSTALPATLLRQGKPMYDNLVLAFHRLTWKI
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NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 DDRAIIDAKVLNLLNWSAQYYQFPIGEVVQSALPTLLRQGKPYNLLARTWKLLD.DQAEAKVRRSERQQEAYKILKLHPV 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !* *!*! !! !! !!!!!!!!!!!!!*!*!!! !!!!!!! *! * !!* **!* !! **!! *!!*!! !!!!!!

logo GTTENTI LNLASGVDETATLKALEQKKGI
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TQQYVLVKNAYKQHNKQYQAFLLDGLTGSGK
NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 GTTETILNLAGVDTATLKALEKKGICECVLEAQDFSPPPVQLAQMPLTANPEQQHAIQQVLKYKNKYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!! !!!! !!*!!!!!!! !!!***! !!**!!!!*!!!!!!!!!! !**! *! ! !* * !!!!!!!!!!!!!!

logo TEVYLHQIMGHEKVLKQGKQVLVLVPE IGLTPQTI SRFKQSRFHNCDHIALLHSGLNDSKRLQAWQAQAEQTGKAS I IVLGTRSAIYTP
NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 TEVYLQIMGKVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCHIALLHSGLNDSKRLQAWQAAETGKASIVLGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!*!!* !!!!!!!!!!!!!!!!!!!!!!!!! !!!*!*!!!!!!!!!!!!!!!!!! ! !!!!!!*!!!!!!!!!!
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MPNRLGL I I LDEEHDLSFYKQQEGFRYHARDVALYRGHLQGQCPVLVLGSATPS IDSYAHLVENTGKLMQTAVLEQLNQRAGAHALLMPKLMH

NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 MPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRGHLQQCPVVLGSATPSIDSYALVENGKMQVLELNQRAGAALMPKLH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus *! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!*!!! !!* ! !!!!!!*!!*!!*!
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NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 ILDLKVAQKQHGISLHLIQEMQKRLDKKEQVLVFLNRRGYAPVLICDSCGWQAQCPHCDANFTVHRQPYQHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus **!!!* !!!!!! !! * ! *!!!!!*!!!!!!!!!!!*!*!!!!!!*!!!!!!*!!*! !!! *!!!!!!!!*

logo HRLMPDHCPESCNQHQKTESLKTLGAMGTAGKVEEHQLNQELFPDNHDEVIRVDRDSTSRVGSWQKIYDKR IQKQNSEKPAS I LLGTQMLAKGHHFP
NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 HRMPDHCPSCNHTELKTLGMGTGKVEEQLNELFPNHEVIRVDRDSTSRVGSWQKIYDKIQKSEPAILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus !!*!!!!! !** !!!!! !!*!!!!*!*!!!! !*!!!!!!!!!!!!!!!!!!!!*!! ! !!!!!!!!!!!!!!!
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YVTLVAI LDIDASGLLSVDFIRAPTERTAQL IVQVAGRAGRGEHRKGDHVYLQTLRPDHAPLLNTTL IVENEKDNYRAFVAKQTLAEQRKQI

VALR
NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 YVTLVAILDIDSGLLSVDFRATERTAQLIVQVAGRAGRGERKGDVYLQTLRPDHALLNTLVNENYRAFAKQTLAQRQIAR 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!! !!!!!! !!*!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!*!! !!* !!! !!!!!! ! *!
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NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 MPPYRYAVMIRCESRDQNLNTEFLQKHAALLRQYQDLDLEIWGPIPAPMERKAGRYQSHMVLLSAERARLHYYVRAWWQA 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus *!!!!!!!*!!*!!*! *!!* *! !!! **!!!!!!!!!!!!!!!! !!!*!!!*!!!!!*!*! !!
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NTDB id 1002986 ABEF88 RS14690 WP 034587858.1 MLQD.KPSSMKLTLDVDPQELS 740
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *** **** **!**!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


