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NTDB id 1002953 ABEF88 RS01475 WP 347453451.1 .MSQRSSYSELNQYLLGTWYAAYRLIISTGLLLIFLLTYPEYNSELAHPQLYHYVLSSFIAISLGQLFLLKYVKKFIHKQ 79
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ 80
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NTDB id 1002953 ABEF88 RS01475 WP 347453451.1 LTAIFIVDVCALSLLTLATSGANLHLSMLFVITIFAASILLNAQKALVITLIAVISITYQHFIVSIFTLSSLGNIGNSAI 159
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL 160
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NTDB id 1044 H0N27 RS16325 WP 206677389.1 LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE 240
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NTDB id 1002953 ABEF88 RS01475 WP 347453451.1 DHIKFNI.DMRLDIQFDEAQLRQVLINLLRNAVRHNDPTVGPVELKVHPYEHKVWIDVRDFGDGVTPADQSLLFKPFFSN 478
NTDB id 1044 H0N27 RS16325 WP 206677389.1 HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST 480
consensus **! !*! ! !!! !!!!!*!!!*!!!*!!! ! *** * *!* *!**!!! !*!*!!** ! ! !!!!!!!

logo

E
S INGTGLGLYLSHSFCEANHQAKQLNTYI

V
E
QQEKQGACFR I ESCPQI

R ITYV
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