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NTDB id 1002880 ABEF84 RS01920 WP 347454473.1 ......MQDSKGFTLIELMIVVVILAIIAAIAIPSYKETIRKNNEAKAQQEILKVAEQLERYRARNFNYRNFTATNVILP 74
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
consensus ** *!!!!!!!!*!*!!*!!*!*!!!!!!****!* * * !**!**!*!!!!!****!!!*!**!**! * **
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NTDB id 1002880 ABEF84 RS01920 WP 347454473.1 DG........................YSLNIYDLDSTNKGL.GDGVQGRGWFIKVEPPTDPKNYYFLMSSTGLKCKSRLE 129
NTDB id 1064 ABD1 RS15725 WP 001046490.1 RG.......................GYTIQITDDTTTGNLLTNTAANGQTWVIKAT.TTDSRNFNFIAKNSGLRCQSLTA 136
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAM.SADNNNYSLLLTNTGFSCKNKTW 154
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NTDB id 1002880 ABEF84 RS01920 WP 347454473.1 SDVDFKCEPW..DDSAQTGSQPW. 150
NTDB id 1064 ABD1 RS15725 WP 001046490.1 TAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1006 ACIAD RS15005 WP 004923843.1 AN........ISSSSCGTGSESW. 169
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