
logo MKKVFLKNGMPVNSFHSALGFIKKNHQLMLALALVCTVGVAS IMGTIASETAVDHAAI
T
A
S
P
RNHVNPPSLKASNSAPNVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 1002867 ABEF84 RS01065 WP 347453430.1 MKKVLKGMPSFSALGFKNQMLALAVCVGVSMGTISTADAAIARNVNPPSLKASAPNVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! ! **!!!!*! !! *!!! *!* *!*!!!!!! !!!!!!!!*!!!!!!!! *!! ! !!

logo PE IWAGSNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCTVGI INRRYLTGQTTDTHKLQPQVRVEASLNNSTI

VPVIPLAEHIKQQWL
NTDB id 1002867 ABEF84 RS01065 WP 347453430.1 PEIWAGNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCTGIINRYLGT.DKLQPQVRVESLNNTIPVIPLAHIQQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!! ! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! * *!!!!!!!! !!!**!!!!! !! !!!

logo ENRSYTI
VLPADS IVETGNTPYI LVGTADQRVLAGKGQKTI

VYARGNQGL IQNVGQRYAVYREAGEPYVYFTDANKNGKKHYSTALAGI
LELLQQVASGI

VAV
NTDB id 1002867 ABEF84 RS01065 WP 347453430.1 ERYTVLPADSVEGTPYILGTADQRVLAGKGQKVYARGNGLQVGQRYAVYREAEPYVFTDANGKKYTAALELQQVASGIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !*!!!!!* !!!!*!!!!!!!!!!!!! *!!!!*!! !!!!!!!!!*!!! !!! !!!** **!! !!!!!*!!

logo

R
S
G
SEGKDI

VTTLELTDSYNAEVRRGDRVLMPEEYDQAPMTLPTLFYPVDNAEKNQVTDNGGKQI IVRVLMGS IGRTAAKRHNSVVTI
LDRGTATHQGI

VQSVG
NTDB id 1002867 ABEF84 RS01065 WP 347453430.1 RGEGDVTTLELTDSYNAEVRRGDRVLPEYDPMLPTLFYPVNAENVTNGGQIVRVLGSIGTAARHSVVTIDRGTAHGVQSG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !*!!!!!!!!!!!!!!!!!!!*!! * !!!!!!!! ! *!! !! !*!!*!!!! !!**!!!!*!!!! *!*! !

logo

H
QVFDS IVNTQQGE I

S
I
V
R
TDPKTKERVI

VQLPGEQQRIGNSLVMVFKRTFDQLSYAYVLDESDELP IKVGASS IQPSPLQFLDNDE
NTDB id 1002867 ABEF84 RS01065 WP 347453430.1 HVFSVNQQGEIVTDPKTKERVQLPGERIGNVMVFKTFDQLSYAYVLDSELPIKVGASIQPPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * !!!! * !!!!!! *!!!! !! *!!!*!!!!!!!!!!!*!*!!!!!! !!!*! *

X non conserved

X similar

X ≥ 50% conserved


