
logo MKMSLQSEDEQFLDEQDEKTLGPSKLQEPQSGLVQSVPAPKKNKRKFMTNLVDEKFLFQQFNMTLDPMS
NNYGSWPLIASVKITCWI F IVFFALVVCLMMALAGYFGIVLVIQRGPKQI
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NTDB id 1002838 ABEF90 RS01750 WP 404798872.1 .MSEQFEDLGQEPVVAPKNKMTVEKFFQQFNTLDPNNYGSWPIAVKITCWIFIVFVVMMLAYFGLIRGQIEAIAQANAQE 79
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQE 80
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQE 80
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NTDB id 1002838 ABEF90 RS01750 WP 404798872.1 QNLLNEFRDKDSKLRNLQQYQQQLQEMEARFNQQLEQLPKETEIPGLVEDINLSGVNAGLKFKNIRLEPEVKQEFFIEQP 159
NTDB id 1056 ABD1 RS15860 WP 000076101.1 SNLLNEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP 160
NTDB id 1012 ACIAD RS15185 WP 004923719.1 KNLLNEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQP 160
consensus !!!!!!!*!*!!!!!!!!!! !!*!! ! !!!!!*!!!!!*!!!*!!!!!!**!!!*!!!!!!!!!! !!!!!*!!!!!

logo IAS I EATGDYHSAFGSAFVSSGIAGALSPR IVTMLHDFVTVIDETAGVKSTEPQANSKDEKEKNKSTDIPEVI
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VKAKTYRYVIGATVDQTDETGQTGSTENQAQTDSTAGSDKVAEQPVAGADNSDKKAKNS
NTDB id 1002838 ABEF90 RS01750 WP 404798872.1 ISIEATGDYHSFGSFVSGIAGLSRIVTLHDFTITGTENKEKKTDIPVIDYVVKAKTYRYIGTQTGTQTDSDEVGDNDKKK 239
NTDB id 1056 ABD1 RS15860 WP 000076101.1 IAIEATGDYHAFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAAS..AS 238
NTDB id 1012 ACIAD RS15185 WP 004923719.1 ISIEATGDYHAFGAFVSGIAALPRIVTLHDFVIEAKQS.KEKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQ......AN 233
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NTDB id 1002838 ABEF90 RS01750 WP 404798872.1 NKQNKAKKGGKK 251
NTDB id 1056 ABD1 RS15860 WP 000076101.1 TNTTVQPK.... 246
NTDB id 1012 ACIAD RS15185 WP 004923719.1 TSTTTPAQGGTP 245
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X non conserved

X similar

X ≥ 50% conserved


