
logo

MNK
M
N
Y
L
Y
I
M
N

I
L
Q

H
R
S

F
H
P

N
R
T

K
QGFTL I ELMVVI

VVI IVA I FASAIA IPSYQESMYI
S
VRRAGSNQTLASAAMQAKQDQSQE I

L
M

L
Q
Q
K
I
LAMEAQLDEKQRYHRKSRNFTSYEKRGFDSTAITPTSTYDILLTYLQTDP

NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1002800 ABEF87 RS01890 WP 347453518.1 ..MNLNISPTKGFTLIELMVVVVIVAIFAAIAIPSYQSMVRRGQAAQAQDQLQQIAMALDKHKSRNFSYEGFSIPTDLT. 77
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 RG.........................GYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 1002800 ABEF87 RS01890 WP 347453518.1 ................VLPKGATGSAIRYN...........FNLVAGSTGQTWVLTAESKDTRNYSFLMSSTGLRCKNTT 130
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLD..TSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1002800 ABEF87 RS01890 WP 347453518.1 WNNIDT......MNLTCGAGHEEW. 148
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WANISS........SSCGTGSESW. 169
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