logo

NTDB id 1002723 ABEF86 RS12875 WP 171077661.1
NTDB id 1078 ABD1 RS15030 WP 000914774.1
consensus

logo

NTDB id 1002723 ABEF86 RS12875 WP 171077661.1
NTDB id 1078 ABD1 RS15030 WP 000914774.1
consensus

logo

NTDB id 1002723 ABEF86 RS12875 WP 171077661.1
NTDB id 1078 ABD1 RS15030 WP 000914774.1
consensus

logo

NTDB id 1002723 ABEF86 RS12875 WP 171077661.1
NTDB id 1078 ABD1 RS15030 WP 000914774.1
consensus

6

INE):!
T)iH

WMMWAWWWMW$MﬁAm%MMM@%

........ PRV K S|ZAYK 2PN S GV:0 A BV A IU LL F MPM il pyS KEIA S R
PEYY|IMIQ it A i Al LHI)g LL BIF MPEWSS] (NS KEIA S Ry
!

ok >k >k ok %k %k k * X % PPkl x|l x [ kD Pkok Dok Dl % sk Dokl DD IkDloklokx |1 1L LLLI

. QRS O (TR s |

FREAHRMSSPYAPYP PRDIAVAYGEAQWY 13 Il WORNELRFEEKVLMTILSWQKQAEENQRKKIINEIBL SQFQAKAAMVA
FREAHRMSSREIPHP PEDINESNGEAQIRY B { WoMIELNFEEKVLMTILSWQKQAEESQRKKISMEML SQFQAKAAMVA
1l TN * 1T e

RN ok L

;
......... Hies
A CROBERCAD A G A LR L

SLEAQY QRQQMFSRQQKIKTVDGIQAKWD\JSAAYL KFRWKVEIYGNR YPERA WMQWLING VRLMVILNM GGIRAIR
SLEAQY QRQQWFSRQQKIKTVDGIQAKIDMSAAYL KFRIBKVEMYGNR YPERA MoMLiG VRLMVILNI GGIRAIR
Tx |

PELLLLL L 0 kbl L skl Pkl

................... S.HR -

A

DFLAQ
DFLAQEDQQGSGE
T

L0 L Al )

287
294

LLESSGH VLDEAAKWIS R APFGYFDAJMMKDISELRIIRTWRFDPAEAEFEV
LLESSGHJJVLDEAAKIAS R APFGIIFDAlYMKDISELRIIRTWRFDPAEAEFEV):

FIFTIIE

X non conserved
B similar
>507% conserved

72
80

152
159

232
239



