
logo ML
R
F
N
T
VAI

L
RDEKSADNRNGKNE I

T
L
I
VNLVLEFLDERDKEPL ILENTKGPQKPAFYYTCPSACHKGSGESQLLRHI

LKRNRQGKQP I
S
K
V
I
V
R
I
L
P
THFAHI

K
T
SLQKNSDCNDLSFSWFLSFESNESAEPQEHLEGALNKKLE I

V
SLYQHWFLKERKKTE

NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNV..LEDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 224 SPD RS04655 WP 000495911.1 MFVARDARGELVNV..LEDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 190 SPR RS04415 WP 000495911.1 MFVARDARGELVNV..LEDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 155 SP RS04850 WP 000495909.1 MFVARDARGELVNV..LEDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 495 SM12261 RS04415 WP 000495920.1 MFVARDSRGELVNV..LEDKLEKQAYTCPACGGQLRLRQGPSVRIHFAHKTLKDCDFSSENESPEHLENKEVLYHWLKKE 78
NTDB id 100264 AACH63 RS02450 WP 096368585.1 MLNALDKDGNTINL..FDDKPINPPFYCPACKSSLRLKRGKIKIPHFAHISLQNCDSWSESESAQHLGLKLSLYQWLKEK 78
NTDB id 598 KW2 RS08500 WP 021037660.1 MRTAIDENNKIINLLELDRKELTGKFYCPSCHSELLIKNGQIKVLHFAHKSLKSCNLWLENESEQHLGLKKILYQWFKRT 80
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NTDB id 265 KZH43 RS04315 WP 000495911.1 TKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNM 158
NTDB id 224 SPD RS04655 WP 000495911.1 TKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNM 158
NTDB id 190 SPR RS04415 WP 000495911.1 TKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNM 158
NTDB id 155 SP RS04850 WP 000495909.1 TKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNM 158
NTDB id 495 SM12261 RS04415 WP 000495920.1 AEVQLEYLLPELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGKKLWLKERLTRLQQGFLYFSQNM 158
NTDB id 100264 AACH63 RS02450 WP 096368585.1 EKVELEKYVPEIKQTADLLVNDKLAIEIQCSPLSLQRLEERTVSYKEKGYYVLWLQGRDLWLKKTLSSLQKNLLYYSVER 158
NTDB id 598 KW2 RS08500 WP 021037660.1 DKVEIERYLPELNQRPDLLVNDKIAIEIQCSHLSIKRLKERTENYKTHGFKVLWLMGKDLWLAEQVTELQKNLVYFSENR 160
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NTDB id 265 KZH43 RS04315 WP 000495911.1 GFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF 238
NTDB id 224 SPD RS04655 WP 000495911.1 GFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF 238
NTDB id 190 SPR RS04415 WP 000495911.1 GFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF 238
NTDB id 155 SP RS04850 WP 000495909.1 GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKDICRYIRQQLYYQNLF 238
NTDB id 495 SM12261 RS04415 WP 000495920.1 GFYVWELDSEKQVLRLKYLIHQDLRGKLHYQIKEFPYGHGSLLEILRFPYKKQKISHFTVSQDKDICRYIRQQLYYQNPI 238
NTDB id 100264 AACH63 RS02450 WP 096368585.1 GFYFWELDWDRKKLRLKSLIHQDLKGRLICLTEEFDFFQESLLELLRQPFLKGENLSIDVPEQEELQFFIQKQLYYQVPK 238
NTDB id 598 KW2 RS08500 WP 021037660.1 GFFYWELDFQRKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSKLSSFIRQQLYYQSPK 240
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NTDB id 265 KZH43 RS04315 WP 000495911.1 WMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY 307
NTDB id 224 SPD RS04655 WP 000495911.1 WMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY 307
NTDB id 190 SPR RS04415 WP 000495911.1 WMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY 307
NTDB id 155 SP RS04850 WP 000495909.1 WMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY 307
NTDB id 495 SM12261 RS04415 WP 000495920.1 WMKEQAEAYKKGENLLTYGLKEWYPQ...........IRPLVGNFCQIEQDLIRYYLYFQTYYQENPQNDWQMLYPPAFY 307
NTDB id 100264 AACH63 RS02450 WP 096368585.1 WIKVQEKYYEQGKNLLDLNWKKCYWAPPGLNLLTFDFINERSESFFQVDTSLEKYYQGFYESFQSQ...EHERLHTPSYY 315
NTDB id 598 KW2 RS08500 WP 021037660.1 WMKIQEKYYQKGENLLTKKFEGPYIAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFLINFQRN...SLEMLYPPRSY 317
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NTDB id 265 KZH43 RS04315 WP 000495911.1 QQYFLKNMVE......... 317
NTDB id 224 SPD RS04655 WP 000495911.1 QQYFLKNMVE......... 317
NTDB id 190 SPR RS04415 WP 000495911.1 QQYFLKNMVE......... 317
NTDB id 155 SP RS04850 WP 000495909.1 QQYFLKNMVE......... 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 QQYFLKNMVE......... 317
NTDB id 100264 AACH63 RS02450 WP 096368585.1 AIIKDKNKVKNGEWHGKKT 334
NTDB id 598 KW2 RS08500 WP 021037660.1 AIMGKQKKEK......... 327
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