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NTDB id 1002593 ABEF80 RS01910 WP 347456734.1 .....MHKSNHGFTLIELMVVVVIVALLAAIALPSYQQYIRKKDMALAQQEMLKLADQLERHKAKNFSYKKFDPKYLYSG 75
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
consensus * * **!!!!!!!!!!*!!*!**!*!!*!!!! !*!* ***!**!**!!!*!!!*****!!*!**!* ****

logo

I
K
R

G
S
T

G
T
P
Q
L
T
L
N
A
V
K
V
FDSTKQI

YVPQGLGP I
L
D
STASKNSTGKYKTLIAEQVIKTVDDITSTNTNSTGNTENPVLDLLTLNSATANSSAI

L
NGKQAGTWASVMIKAMSTPSTAITNSSDANSLNRLNFYNSTLF ILAILKTSNHSTGFILKRSCQKANSLK

NTDB id 1002593 ABEF80 RS01910 WP 347456734.1 ITTPLNVV......YVPGGISTAKSKYKIEIKDISNSTEVDLLTSSLGKAWSMKASPINSSDALLYTFLITSHGIKCKAK 149
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSA...DNNNYSLLLTNTGFSCKNK 152
NTDB id 1064 ABD1 RS15725 WP 001046490.1 RG.......................GYTIQITDDTTTGNLLTNTAANGQTWVIKATTT...DSRNFNFIAKNSGLRCQSL 134
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NTDB id 1002593 ABEF80 RS01910 WP 347456734.1 EAENVSF.......TACSGQGAEDW. 167
NTDB id 1006 ACIAD RS15005 WP 004923843.1 TWAN........ISSSSCGTGSESW. 169
NTDB id 1064 ABD1 RS15725 WP 001046490.1 TATAVDNDCGGTVTCNVCETNSENWQ 160
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