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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1002530 ABFT82 RS21670 WP 090381642.1 ..MTRQRALIVDDEPDIRELLEITLGRMKLDTRSARNVKEAREWLAKEPFDLCLTDMRLPDGTGLELVQHILLRHPQVPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.NALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 1002530 ABFT82 RS21670 WP 090381642.1 AMITAYGSLDTAINALKAGAFDFLTKPVDLGRLRELVAAALRLRSA...DGE.ELPVDSRLLGDSPPMKAMRKQILKLAR 154
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAE.EAPVDNRLLGESPPMRALRNQIGKLAR 154
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 1002530 ABFT82 RS21670 WP 090381642.1 SQAPVYISGESGSGKELVARLVHEQGSRGEQPFIPVNCGAIPTELMESEFFGHKKGSFTGAIEDKQGLFQAANGGTLFLD 234
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consensus !*!*****!!!!*!!!**!***!** !***!!***!!*!!!**!*!!! !!!*!!*!!!!****!!****! !!*!!!!

logo E I
L
V
C
ADEMLDPMLADPSLMQTVKLLRFAVIQTEGKKTAFIVQRKPAVGGSDSQKQME I

K
L
V

A
D
I
SVDFVRFVI IVLSCASTNHQRKDPLDWAAGKLLEVAGQREQAGKRFREQDLFYFYR I

L
H
Y
NVMIDPELHIRLVPAPLRAERGRDEDI

V
A
I
L
P

NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 1002530 ABFT82 RS21670 WP 090381642.1 EVADLPLPMQVKLLRAIQEKAVRAVGGQQELIVDVRILCATHKDLAGEVAAGRFRQDLYYRLNVIELRVPALRERREDIA 314
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPL..NQMSAPINRALP 389
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 1002530 ABFT82 RS21670 WP 090381642.1 LLADIMLKRLADGTGLSPAKLDDDALEKLKSYRFPGNVRELENMLERAYTLCEDDRITSSDLRLADSVP.....IS.... 385
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 L.....AHENKVSVHEI..FPLW..MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER..... 455
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NTDB id 1002530 ABFT82 RS21670 WP 090381642.1 .......ENGEANLAQIDNLEDYLEAIERKLIMQALE.......................ETRWNRTAAAQRLGLSFRSM 435
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