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NTDB id 1426 RS RS05575 WP 011001070.1 .MRA.LLIGFVAGC...MALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGF......GWSDW 69
NTDB id 1128 NGFG RS01490 WP 020997305.1 MFRRWFLPCWVVGVAVSFALSVVPHW.PFW.LAAFAVLAVLARRFAF........AGLMLC...VLAGAAYGVFRTEAAL 67
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 .MRTGV.FALVAGL...LVLRFLPTLPPFWLLVLLPITGLMLLPFRS........YPVAL....FLFGF......TWACV 57
NTDB id 1199 PSJM300 12650 AFN78592.1 .MRAGM.LALAAGL...LLLRFLPQLPSFGWLLALAPVGLLLLPFRW........RPLAF....FLFGL......VWACL 57
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NTDB id 1426 RS RS05575 WP 011001070.1 RAQQRLSVVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRA 149
NTDB id 1128 NGFG RS01490 WP 020997305.1 SSQWRAEAVSG.......VPLTVEVTDMPRSDGRRVQFAAKAVDS.G..GRTFDLLLSDYKRREW............... 122
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 SAQWALDDRLARQLGARTLWLQGQVVGLPEVGGGVVRFQLEQVAS.RRDKLPARLRLAWYDGPAV............... 121
NTDB id 1199 PSJM300 12650 AFN78592.1 NAQWALDDRLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGGPEI............... 121
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NTDB id 1426 RS RS05575 WP 011001070.1 GIPDLQPGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRH 229
NTDB id 1128 NGFG RS01490 WP 020997305.1 .....AVGSRWRITARVHPVVGELNLRGLNREAWALSNGVGGVGTVGADRVLLH.........GGSGWGIAVWRSRISRN 188
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 .....RAGETWRLAVRLKRPHGLVNPQAFDYEAWLLAQRIGATGTVKSGELIAP.........A...SGSGAWRDRLRQQ 184
NTDB id 1199 PSJM300 12650 AFN78592.1 .....RSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAE.........A...ASSGAWRDRLRQR 184
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NTDB id 1426 RS RS05575 WP 011001070.1 LLAALPEAR...YAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTP 306
NTDB id 1128 NGFG RS01490 WP 020997305.1 WRQADADGGLSDGIGLMRALSVGEQSALRPGLWQAFRPLGLTHLVSISGLHVTMVAVLFAWLAKRLLA...CSPRLPARP 265
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 LLAAPAHG....REGALAALVLGDDSGLSTADWQVLQNTGTVHLMVISGQHIGLLAALLYGLVAGLARWGFWPRSWPWL. 259
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTVEAHG....RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQRLPWL. 259
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NTDB id 1426 RS RS05575 WP 011001070.1 LPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWL 386
NTDB id 1128 NGFG RS01490 WP 020997305.1 RAW.......VLAAGCAGALFYALLAGFSVPTQRSVLMLA.AFAWAWRRGRLSAWATWWQALAAVLLFDPLAVLGVGTWL 337
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 .PF.......ACAMAFAGALAYGLLAGFEVPVQRACVMVGLVLLWRWRFRYLGVWLPLLMALLGVLLGEPLASLQPGFWL 331
NTDB id 1199 PSJM300 12650 AFN78592.1 .PW.......ACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWL 331
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NTDB id 1426 RS RS05575 WP 011001070.1 SFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVT 466
NTDB id 1128 NGFG RS01490 WP 020997305.1 SFGLVAALIWACAG.......RLYEGK......R..QTAVRGQWAASVLSLVLLGYLFASLPLVSPLVNAVSIPWFSWVL 402
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 SFGAVMLLILIFSG.......RLGVRPW.....W..STLLRAQWAMAIGLLPLLLALGLPVSASGPLANLVAVPVVGLLV 397
NTDB id 1199 PSJM300 12650 AFN78592.1 SFVAVALLIWIFRG.......RLGVPSW.....W..RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLV 397
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NTDB id 1426 RS RS05575 WP 011001070.1 TPLALMGTALP.EPWSQPVLIWAEASFA.WLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQ 544
NTDB id 1128 NGFG RS01490 WP 020997305.1 TPLALLGSVVPFAPLQQAG.AFLAEYT....LRFLV.WLADVSPEFAVAAAPLPLLVLAVCAALLLLLPRGLGLRP...W 473
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 VPLALLGMLLLPLPGVGAALLWIAGWVLDLLFSLLT.QLALWLPAWLPSALPFWAWLLVALGALVLLLPAALPMRS...L 473
NTDB id 1199 PSJM300 12650 AFN78592.1 VPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLA.LIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRV...L 473
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NTDB id 1426 RS RS05575 WP 011001070.1 GAVLLLPML.LARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVV 623
NTDB id 1128 NGFG RS01490 WP 020997305.1 AVLLLAGFVSYRPEAVPE.NEAAVTVWDAGQGLSVLVRTANRHLLFDTGTV.....AAAQTGIVPSLNAAGVRRLDKLVL 547
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 GGLLLLPLL.FSPQQRPEHGLAEVWMLDVGQGLAVLVRTQTHALLYDAGPRFGEF.DTGERVVLPSLRALDVRALDLLLI 551
NTDB id 1199 PSJM300 12650 AFN78592.1 GTLLLAPLL.FAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMML 551
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NTDB id 1426 RS RS05575 WP 011001070.1 SHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNAR 703
NTDB id 1128 NGFG RS01490 WP 020997305.1 SHHDSDHDGGFQAVG.KIPNGGIYAGQPEFY.......EG....ARHCAEQRWQWDGVDFEFLRP....SERKNIDDNGK 611
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 SHADNDHAGGATAIKRGLPVRQVFSGELDKL.......APSLQAQACASGQHWQWDGVQFSTWRW....A..SAIDGNQA 618
NTDB id 1199 PSJM300 12650 AFN78592.1 SHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW....P..QATNGNQA 618
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NTDB id 1426 RS RS05575 WP 011001070.1 SCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHP 783
NTDB id 1128 NGFG RS01490 WP 020997305.1 SCVLRVVAGGAALLVTGDLDTKGEESLVGKY.GGNLYSQVLVLGHHGSNTSSSGVFLNAVSPEYAVASSGYANAYKHPTE 690
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 SCVLRIEANGERLWLTGDIDSHAERALLN.S.GLVMPAQWLLAPHHGSRSSSSAALLAKVRPTAALISRGAHNAFGHPHA 696
NTDB id 1199 PSJM300 12650 AFN78592.1 SCVLMVEAAGERLLLTGDIDAQAERALVD.G.GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHP 696
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NTDB id 1426 RS RS05575 WP 011001070.1 QVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1128 NGFG RS01490 WP 020997305.1 AVQNRVRAHGIKLLRTDLSGALQFGLGRGGVKAQ.RLRVYKFYWQKKPFE.............. 739
NTDB id 1002511 ABFT82 RS06535 WP 347506764.1 EVVERYRALDARLYDTVEHGAVRIRLGAFEP.AQ.GLRYRARFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AVLKRLQNAGAELHDTAEHGALSLQLGAFGG.AR.RMRDEPRFWREK................. 741
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