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gQK FH H \/YAMAMAJ éYQ YTé aYibilarias, KWEEXAAE RELATAATA:
BUGSSSNIOKGFTLIELMIVVA 'IG LAATAIP@WYQ  YNAY BFV [AUGLEWEY LEYRK YIATEGSFPATTAGT..

RO AONNOKGFTLIELMIVVA 'IG 'LAATATIP[NYQ ' Y\ BEY [QUGLESIEL  EYRK
RGN AONNOKGFTLIELMIVVA 'IG 'LAATATIPNYQ ' Y\ BV [QUGLESIEE EYRK

YIATEESFIJATTAGT. .
YIATE@ESFIZATTAGT. .
........ THEBALSR. GWSVKSGTGTED
...... ONAIQKGFTLIELMIVVAIIGILAATA PAYQDYT\YREIWVV  LYNoRY JJelKH - ighot  FNNCIGIPIRE R

D) GAWRADRGSFPNAAALVAG

IAPTASGAL GTIKYTFDACVVSSSKIQLARJ.....:.

............. AAGF .........DMGD

............. AAGF .........DMGDGK VIAPTASGAL GTIKYTFDAGVVSSSKMQI®AR. . ... ...
............. AAGF .........DMGDGK VEISAPTASGAL[¢ GTIKYTFDAGVVSSSKIQLAR........
.......... ©FTAAT CATY .IDAFTETD[§AGKE.TCT. LK........GNPKIATKI EIRTR. .......
ATK ..KEVPL VAADANK G IA..... LKP DPAD[ETADMTLTF. .TMEG. .. ... AGPKNK[EKIPITI®TR . .. ... ..
....... EGYI ITDS. lSYCDVD..... .TAAD[¢Hp. . .ECT. AK ......NAGKFDGKTITLNR........
NVIFDSA.......... NG| DGKYFAPGGVTVT PDTGAINIAFDAG .............. ANA[EKTMTEMTPTVIA. ...
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NKTAAAGGGAGGAAAAGIQHA KYMKSV. .KVTEASPWDITMAISATEAN[Y. . .. ... IPTGLDENTHRISFPLVNK . AVP
........... ©SSVF...TPEKNMANLTIAGTGTVPEQMTMTYT.T..............AAGEGTEAIMVPTAAGTALP
S, SCV[EVQEISASNAMTNMATA . . TCGASSAEQMIMTMDTT. . ... .. .. ..... KAK[EANMTI®TPT . . .. ...
V.o o PAARPNMAST . .ATGA. .N[EVPITIATY . TA. .. ... .. ...... AAGEGTIVMTPTL. .. ...
V.o oo PAARPNMQSTI..AIGA. NGVITITY TA. ... ... ... ..... AAGGGTII TPTL......
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