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NTDB id 82 BSU 16170 NP 389499.1 .MALLQKTRIINSMLQAAA...GKPVNFKEMAETLRDVIDSNIFVVSRRGKLLGYSINQQIENDRMKKML.EDRQFPEEY 75
NTDB id 100240 AACH63 RS00495 WP 003133634.1 MATLLEKTRKITSVLQDGVTDLKQELPYDNMTERLANVIDCNACIIDTKGKLLGYSLPYEINNDRVNELFHVQKQLPEDY 80
NTDB id 605 V4T04 RS08565 WP 003129722.1 MATLLEKTRKITAILQDGVTDLQQELPYNSMTERLANVIDCNACVINTKGELLGYSLPYNTNNDRVDQFF.YDRKLPDEY 79
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NTDB id 82 BSU 16170 NP 389499.1 TKNLFNVPETSSNLDINSEYTAFPVENRDLFQAGLTTIVPIIGGGERLGTLILSRLQDQFNDDDLILAEYGATVVGMEIL 155
NTDB id 100240 AACH63 RS00495 WP 003133634.1 ARAAIRIYDTLANITINEPLSVFPAELLGEYPNGLTTCAPIYGSGMRLGTFILWRTDGKFSDDDLVLAELATTVIGVQLS 160
NTDB id 605 V4T04 RS08565 WP 003129722.1 VRAAVRIYDTMANVPVDRPLAIFPEESLGDFPKGVTTLAPIYGSGMRLGTFIMWREDGEFTDDDLVLVELATTVIGVQLS 159
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NTDB id 82 BSU 16170 NP 389499.1 REKAEEIEEEARSKAVVQMAISSLSYSELEAIEHIFEELDGNEGLLVASKIADRVGITRSVIVNALRKLESAGVIESRSL 235
NTDB id 100240 AACH63 RS00495 WP 003133634.1 NLKLEQMEENIRKDTMANMAVNTLSYSEMKAVKAILEELDGEEGHVIASVIADKIGITRSVIVNALRKLESAGVIESRSL 240
NTDB id 605 V4T04 RS08565 WP 003129722.1 NLKLEQMEENIRKDTMATMAVNTLSYSEMKAVKAIIEELDGEEGHVIASVIADKIGITRSVIVNALRKLESAGVIESRSL 239
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NTDB id 82 BSU 16170 NP 389499.1 GMKGTYIKVLNNKFLIELENLKSH 259
NTDB id 100240 AACH63 RS00495 WP 003133634.1 GMKGTYLKVLNQGLFTKLEGRNF. 263
NTDB id 605 V4T04 RS08565 WP 003129722.1 GMKGTYLKVLNTGLFDKLAGRNF. 262
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