
logo MKVKFLFDTFSNKKKEKTEVESELPSESARKRS IMLRWAFANTI
VFCF ITFTI

LFATTVLTVYQLTI STSTF IKNESEKQEQDLLMMTKRASLMDNSVEEQSVLESKQASDEASPTL
NTDB id 100219 AACH29 RS02220 WP 014024351.1 MVKFFDS.KKKKTESLPERKRSIMLRWAFANTIFCFITFTIFTVLVYQLTITTFINSEKEDMMKALDNVEQSLSQSESTL 79
NTDB id 607 V4T04 RS01905 WP 010906048.1 MKKLFTFNKKKETVEESSAKRSIMLRWAFANTVFCFITFTLFATLTYQLTISSFIKEEQQLLTRSMDSVEEVLEKADAPL 80
consensus ! ! ! *!!! ! * !!!!!!!!!!!!!*!!!!!!!*! ! !!!!!**!! ! * * *! !! ! * *!
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NTDB id 100219 AACH29 RS02220 WP 014024351.1 SEENLANYLAYAKDYTASSQGKENELETLGSMIGSRKSFYVFDVGENLIYSTNSHGFPLKKDVGDGTHAVRTFGEYSGYL 159
NTDB id 607 V4T04 RS01905 WP 010906048.1 NSSNLNTYIEATS....KIQNGESEGMSLGSIIGTRKAFYIYDLNHKLLYSTNRHTFGFQNQANNEMK..EIRGENPGYL 154
consensus !! !* **** ! ! ! *!!!*!!*!! !!**!* * !*!!!! ! !* *** !! *!!!

logo VEQRKP I
V
I
YSKNKSTGKQLVI

VGYLVQAFYDMTSTTYYHYRS IVRSNTKLLL IAVL IL I LE I IVALFI IVAQFL IVGYFMANSRYFYI
MKPLEKRLHYDQAGI

M
Q
T
E
T
M
RANDNLPKTAND

NTDB id 100219 AACH29 RS02220 WP 014024351.1 VERPVYSNKTGKLIGYVQAFYDMSYYYSVRTKLLIALIILEIIALFIAQFVGYFMASRYIKPLERLHDAITTRANNLKAD 239
NTDB id 607 V4T04 RS01905 WP 010906048.1 VQRKIISKSTGQVVGYLQAFYDTTTYHRISNLLLIVLLILEIVALIVAQLIGYFMANYFMKPLEKLYQGMQEMANDPTND 234
consensus ! !** ! !! **!!*!!!!! * !* * !!! !*!!!!*!! *!! *!!!!! **!!!!*!* ** !! * !
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LKLMKNADYLVDEQQKNRFVSDVSHELRTPLAVLDGHI
LNLLNRWGKNDPEVLDEESLQAS ILDEEV

NTDB id 100219 AACH29 RS02220 WP 014024351.1 FKPVVIQTGDEIEELATVYNDMMIKLNDYVDQQKRFVSDVSHELRTPLAVLDGHLNLLNRWGKNDPEVLEESLQASIEEV 319
NTDB id 607 V4T04 RS01905 WP 010906048.1 FEPIEIQSGDEIEELAHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEV 314
consensus ! !* !!*!!!!!!!!*!!!!!!*!* !**!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!**!!
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VDFLQSDSEDELDICDPVGTEKVCSNFRALKLKNFLQL ILHADDFLES ILTVLVDENNRL ISPYGPRTHLAHR I SYEPNHFYEQGLKR I L ILDNA
NTDB id 100219 AACH29 RS02220 WP 014024351.1 STMRTMLEEMLALARLENIDFQDEDLICDPTEVSNFLKKNFLLIHADLSLTVENNLSPGRLAHIYPNHYEQGLKILIDNA 399
NTDB id 607 V4T04 RS01905 WP 010906048.1 DRMKKMLEEMLALARLENVDLSSEELDCDVGKVCNRALKNFQLLHDDFEIVLDNRLIYPTHARISENHFEQGLRILLDNA 394
consensus !* !!!!!!!!!!!!!*! !*! !!* !*! !!! !*! ! * **! ! ** *!*! *!!*!!!!*!!*!!!
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NTDB id 100219 AACH29 RS02220 WP 014024351.1 IKYSPKDRQEVKIHLEEDDKYIITTVEDHGYGISQEDLKHVFERFFRADKARNRDIGGTGLGLSIIQRIVENYDGDVSVT 479
NTDB id 607 V4T04 RS01905 WP 010906048.1 AKYSPDDRKEIVITVSEDEQFVITSVSDKGIGISEEDINHLFERFFRADKARNREIGGTGLGLSILARLAENYQGEIEVN 474
consensus !!!! !! !* !** !!* **!!*! !*! !!! !!* !*!!!!!!!!!!!!!*!!!!!!!!!!* !* !!! !** !

logo SEVLVGELGSKTFTLKFIPKIK
NTDB id 100219 AACH29 RS02220 WP 014024351.1 SVVGEGSKFTLKIPKIK 496
NTDB id 607 V4T04 RS01905 WP 010906048.1 SELGLGSTFTLKFPKIK 491
consensus ! *! !! !!!! !!!!
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