
logo MATIDSMNKDTTRLSDGPDWTFDLLDVYLAE IDRVAKLYRLDTYPHQI EVITSEQMMDAYSSVGMPINYPHWSFGKKF I E
NTDB id 100217 AL524 RS39525 WP 061070031.1 MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE 80
NTDB id 1450 BW25113 RS06185 WP 000190854.1 MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TERLYKHGQQGLAYE IV INSNPC IAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASS IVDYL I FARKNYITEQC
NTDB id 100217 AL524 RS39525 WP 061070031.1 TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARNYITQC 160
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITEC 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !

logo EERYGVDEVERLLDSCHALMNYGVDRYKRPQKI SLQEEKARQKQSREEYLQSQVNMLWRTLPKKREEEKTI
VAEARRYPSEPQ

NTDB id 100217 AL524 RS39525 WP 061070031.1 EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQQSREEYLQSQVNMLWRTLPKKEEEKTIAEARRYPSEPQ 240
NTDB id 1450 BW25113 RS06185 WP 000190854.1 EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEPQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!

logo ENLLYFMEKKNAPLLESWQRE I LR IVRKVSQYFYPQKQTQVMNEGWATFWHYTI LNHLYDEGKVTERFMLEFLHSHTNVVF
NTDB id 100217 AL524 RS39525 WP 061070031.1 ENLLYFMEKKAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF 320
NTDB id 1450 BW25113 RS06185 WP 000190854.1 ENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF 320
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPPYNSPWYSGINPYALGFAMFQDIKR ICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESF I SQFLSPKVMRDFRFLF
NTDB id 100217 AL524 RS39525 WP 061070031.1 QPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESFISQFLSPKVMRDFRLF 400
NTDB id 1450 BW25113 RS06185 WP 000190854.1 QPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESFISQFLSPKVMRDFRFF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo TVLDDDRHNYLE I SA IHNEEGYRE IRNRLSSQYNLSNLVEPNIQI
VWNVDLRGDRSLTLRYIPHNRAPLDKRGRKEVLKHVHR

NTDB id 100217 AL524 RS39525 WP 061070031.1 TVLDDDRHNYLEISAIHNEEGYREIRNRLSSQYNLSNVEPNIQVWNVDLRGDRSLTLRYIPHNRAPLDKGRKEVLKHVHR 480
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TVLDDDRHNYLEISAIHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLDRGRKEVLKHVHR 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo LWGFDVLMLEQQNEDGS IVELLERCPPRMGNNSL
NTDB id 100217 AL524 RS39525 WP 061070031.1 LWGFDVLLEQQNEDGSVELLERCPPRMNSL 510
NTDB id 1450 BW25113 RS06185 WP 000190854.1 LWGFDVMLEQQNEDGSIELLERCPPRMGNL 510
consensus !!!!!!*!!!!!!!!!*!!!!!!!!!! !
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